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BE 165 N—Y KXH—No: 25 £TE KAWL

bk iPS R FEMEICHE TS/ LT7A4 REYA70TFY VOB

K& Oll& & #)I FF R 7EF —HBE 8
B : RRERRRIAZER BT / LEERRD
E£E 181 R—Y IKRRAY—No: 41 2B LEL

70— VRICEBNG T liEZFEI 2EE5RHT RUNX2 & BHLHE40 %R

K4 s, N EEE, fTHREZE
B : KIRKZARZR EFRIATR BIYE - RRFHE RRHIEZ
B :84~R—Y RRH—No:44 2B EESW

RFDKEBRENMBERIES / LZEREA I DA DX LOEK

K &R E L RE HBS, KB 0 8
g - ' RRERNAZEAIRE T FHERE SR EYRE
E£E 186 R—Y IKRRAFY—No:46 #EBLILE L

EFEZEZFIA L KR RNA-Seq IC & 21 ROFREBERT—I VT

K% 'BFBE NIEARLT, BEH

FilE | 'RABRFEFMRBMEN D FRYER, B - BREERITR SIS EBEYEEN A
R ERF

EE 187 R—Y IKRRAF—No: 47 Z#BLILEL
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F/RF7 =P zEBWHEY mMRNA ORRNEE & 9% - BEROBESHRT

K% ¢ I A % lbnu Halim *, &l B°, &% A, &l AETF°, BfF F34°, ik
%2

B | ABRASMAEYRARFR/ A A1 Y 747 1 I 2V — *RREHRIS T ALY
BRARPSEIBI BATRFIRRY A A4 1 TV i

EBE:88~X—Y RAY—No:48 B L a1
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wmEEFEEIF—

9H4H

BELELEYY3>1:10:10 - 10:40
754 L7y V%R St/ Vizgen
SPT Labtech Japan #%®X&tt

mEEELEY>3>2:11:45-12:25
STF=—I\A AT IRt
EL 7L LAMAHERARH
FET 7 —NAVI—FYarikiat

SvyFavtEI+—1:12:35-13:15
ZILYK - -Fo/OV—H%AeH
NT—FI7)LI\rAO0Y—%KEtt

BELEEYI 3>V 3:14:00-14:30
INAAZARNY — LR &1t/Curio Bioscience
Ry oIy - =)Ly —4RKEtt

HEtEEYI3>V4:16:50-17:30
HREE XY 5 L/10x Genomics Japan
LV TFI) T /A=Y vk StT
bitBiome #hzX &1t
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wmEEREIF—

9H5H

mELE¥EtEYY3>5:940-10:10
KRR I3 L
Bt ety — oo
Nanostring - A Bruker Company/Visualix

BELE LY 3>v6:11:35-12:05
TEYIKRASH
HRREHEIR A1y —F3F)

SvFarvtE=r+—2:12:15-12:55
Yourgene Health (Singapore) Pte Ltd.
BARI Ky - FTaovFry viEAatt

BELEEYIY3V7:13:40-14:10
N1 AR MY —LkA&1t/Scale Biosciences
REHRASt
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wBEtELEyIay i
9H4H 10:10-10:40

(7541 LTy 7 (RE1E/Vizgen]

MERSCOPE o#ER & Cellpose3 ZRHW Ml A Y T—2 3 VY END 8
iy

WENBIN GU
7534 LTy VBASHE MRIZER 7SV T5—a v PR—h

MERFISH #ffiz & U—D FZ v b 7 —L : MERSCOPE® (Vizgen tt&) (&, > 7
IWEILLRILDERE & 960-plex ZILARY LEGRF/NRIVZEWS Z & T, FillaMEy 7
Y4 T7DREEHEEROEBENTIREERD. FILYI\A XY —RkEDEREMFEICH a7 70
—FEEHLET, BERTY—IL VPT(Vizgen Post-processing Tool) ICH#EWZEEETIL
Cellpose3 BfifcicE&EH INfcc &tk > T, BOEBEROMEEI/ XY T—2aYETIL
DOBELNARERD, MEOERNMEMGEBETEEVWHIBEEZENTEXI, ENZRT
BABREYECEBZ BVWCREVWHARSFICEWT, AIFNAEREI M AEFINE D,

[SPT Labtech Japan #®X&+t]
SA7SY—RBOEEMbIC | Y —IIWB1IS5—bRyF VT |

BT B&
SPT Labtech Japan #kz&#t

A=A VI -5/ 2 RBEHMNEV AT L Hireflyr Genomicsy, 2 BONEANY REESH
L. B2V EBFYRRY2—A, AE—R7Z Yy 7ZOHEICT 3. BT H 66cm
DAVINY NEET—V AT —Y 3V TY, Mireflys Plus, (&, BIMA 7Y 3 vyoby—<)LY
195—%RKyxVJT35ZENAREICED, Full-walk-away #EBEU X,
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wBEtELyYIaYy 2
9H4H 11:45-12:25

[T =—I1 AT IR E4]

BB 1205 100 ZBZASDMEN—H—RUEZRREIC I 2 EMEM R RITY
A7 L MACSima™ Platform

Pl A
EVTFZ-IAATI/RASY I—T T VIR

BE—ilpEncFREBICEONLBRONUT -3 VICEEAD TEHDEEADN?
MACSima™ System (&, HAXRERE, BHRER. HAEHEEOY A VI 2B TERDR
gD, 100 BEZBASY YINIVBY—N—ZE—lRLNIOBERETREIT BV
FILYIRAARX=Iv—TY, [IONFEBRRAY v I T—5ZERAL TREOHRERNSD

UTBZENTHETY, o, HHOHAERINED T 1 > F v TOMEBRIOTE/NRILEY b
REETFAWLECZET, ERETHBEIC, ZULTHRES<ERTES Y v/ BT
FAOZEBAEMZFRBNZIT > TWeITE T, S HiTWcLEXI. I—XF04 KLETD 20
EHERE D RNA RIEZTREICT % RNAskyMF o/ OV —%FRALfc. YILFAZII 203
ZEDLETBNAWLELED,

[E+7 1)L LAFEHEERN S ]

BT 71 IILATHEDLEDIKRS NGS BEEY—ERXICDWT

BfEEE
2171V LAMAMERA ST

¥ TIE. Azenta DY VT ILEIVERT —E AP EREZERFEIRER Y —E X Stereoseq %
EU . HFRBENGS EBEY—EXZERLTHED £J, £/, BitBiome ttDERNMEE—DEITT
HBDWEN TN EILT / LB —ERICDODWTEFHICEBWLE U, F£leo K30
BT —ERICDODWTHHFABY—ERZERLTED £T, EIF—7TlF. EERBZHIDIC
CHRNANSIETWEEEXT,
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(BB 77—V 157 —FYarLERett]
FRSBBN 7/ ATV OTREBRT E MR - RELY >V TIVEIVRIT

5% R¥
FE77—~NA VI —FaFr)LERAEt HEHEER

AEIF—7lk EEBINE VT ILEIVERICEET 2D IRWERZBN UV, ZHEER
HMmTH S 'STOmics, 1F. ERE&E LNILOLKRE & ZEHBERE (500nm) W iRz E
9 %, Sal&. CITE-seq ¥ FFPE 4> ZILRISD 7 v 77— MERICDWTH L, T,
V7))l 3' RNA-seq £ & U ATAC-Seq RICRE{L S8 - L HEREBN T 5,
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SVFarvtI+—1
9H4H 12:35-13:15

[FILYh - Fo/AY—-%kRAEtt]
=Ty RIVUYFAY NBETDOTER

RBEDHT
7ILYh - Fo/O-%AR PH - T/ 37 REM

WNROBFBEEBL. WRWICEBREITSIENTEDZY—TYRIVYYFAYNE, ThEF
Tyga—hNI)—=RI—=FT Y RAZHNOIGERINTER U, AFEOESIE. OV Y—RKY—
T ZAPHME DNA ZHEWVWEEBRICEEFAINTWEY, COEDTLEYT—Y3 TR
SureSelect XT HS2 AEZFRLOY I Y—RY—4 VIV IRAIFT—T Yy IV UyF A
vhE FILWF VY 7F ¥ TO—-T I XTALICE > T cfDNA R EDHME DNA B> FILICERE
{EH RSz Agilent-Avida =Y RIVUYFAY MTOWTSRBAMWEULET,

[FE—FI5)I)I1AOYV—HRE1t]

xR7O7F1>>—o T —, O Y JY—K IsoSeq. CITE-seq BEEREZD &
fas

GEEE TS
I-FYUSLNAOV—HREH

Quantum-Si & X707 41 > > —o T > H— Platinum, PacBio #+ AU —RK¥—

VIV —CLBDER7AYVI7A—LY—IITVABDF v ~ Kinnex. BioLegend #® CITE-
seq BAFRE TotalSeq #BNULE T,
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wmEEEtEYy>a3>r3
9H4H 14:.00-14:30

[N A X b Y —L#XK4tL/Curio Bioscience]
Curio Spatial Mapping Kits - A new era in spatial omics

Bertrand Yeung
Curio Bioscience

Curio Bioscience provides innovative solutions for high-resolution spatial biology. In
this seminar, you will learn about Curio Seeker, an easy-to-use kit that enables core
labs to offer their customers unbiased, whole-transcriptome analysis of individual
cells at 10um resolution using next generation sequencing. We will also bring you to
the next level in new spatial omics technology, Curio Trekker, that is based on Slide-
tags from the Broad Institute and is the first spatial assay to give you true single-cell
resolution without the need for deconvolution or segmentation. No optimization. No
additional instrumentation. Whole-transcriptome spatial biology made easy.

Ry oy - -y —kXEtt]
SPRI &Y. BHEL. MEBL. RYvIIVHPEETSEINGS 77— 70—

INEFSF
Ny Iy« A=) —KRAZHIFA TN IR X—T T 1 VT KER

KM E 177 U RAHOUERE IRKBERICERF I DL EHIC. FEBICHMAN DTV IINT
—ZRBELITZIERTEHD. NGS 77—/ 7O0—KEl - Z#ELMZZEZ D LETHEEELR>TVLE
9, ARRTIE. ZBEHENSSATSVRARET—ELL/N\IRIL—7y MUBDBEMLIC &
DIEEBELEANEEREVWELULE T, &SR SPRI Bt E—XRXEHEF v MM K 2%
B O SRANIE, BEEE Biomek ) —XC K BKBHMENS A TS URRETO—E
U7zBEb. Fv 7L AN DWEMNMEERMET S Echo525 Ic LD EFERIX MIRRE, &
EREZBUTEZFEOT7—770—ICBLEY ) 12— a3 v 2B RULTENEENTT,
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wBEtELtvyIarv 4
9H4H 16:50-17:30

[% K& X2 5L /10x Genomics Japan]
10x Genomics DEF/ET v 77—k 2024 EHSEKERIMFT

Kig
10x Genomics

BEEICSIEHE. SEDH 10x Genomics @ Chromium ¥ > 7 JLz)L & Visium Spatial. U
T Xenium in situ DEGET Y T —KN=KRILTTITEET !

V7 EIL HEE GEM-X ZEIEBHEF? BERE. ER. MEOBRINS

- Visium : HD OfMEETRANTESZH ? NGS DigdHZ R KREHI T ZMEN

- Xenium : {1 COMBRBITIE ENLEITI VWS £ROH ? MTEGTF/\RILEBHIIC

EEXZEVWTWS6 ABATRINSZFNOE VAR WEEZZEZTWEITHN, CENDED
10X DFRBRAEIAECE—REFHETIZHDODVWTITLDOIKRZELLL SVEVND T, RBIXEET
ZAEEEDNKWNCH D EFT, FDIEMNMCHET—ATEABICHEFELLEITDTEORIIULEEFEN
AN

(B> TFVUVTFo /A9 —I v/ vkRett]
CUT&Tag TZ/7A~NYFY7A7 74V VI & bRZEIC !

mAERY
W T FI VT /A=Y vk eit

CUT&Tag (Cleavage Under Targets and Tagmentation) (&. pAG-Tn5. —X¥ifk, &
OZxinEZFIALTT / L2k Y >~/ E-DNA HEERZFAIT 2HLLWIOYF> 70O
774 ) TEMTY, RELBEICEKELRWL CUT&Tag &, ChiP-seq & LB L T, ERY
VZIEPERICHIDIRE., REK—T >0 (NGS) IEHITZREY — KRz KIRICE
WMTEET, AFKEKTIE. CUT&Tag DHEAEZDA Y w hd, ER-—XIcEbE
CUT&Tag & CUT&RUN DZERRE#E - BE R, — BV EHEE. BREOHIERZIERTE
5L 31, CST A CUT&Tag F v M PEE, MABREDINTORBDEREZRIET B/ D
FERDOWTBAWLLERT,
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[bitBiome #kHX&1t]

HiFi Y — R TRETI2BBEEN 1 7 A/\A1 A — LRI

A B
bitBiome %X =1t THFTHRKER

BARBEBANOBEYMOEENRESTE D, BN - ORRKREOHEYE S EEDREICD
WTDIRRDEE L B> TETWET, AFE TId Pacific Biosciences #tDEEE (HiFi) OV
TJU—RY—I TV ZARMMNEZ L. BEVEBRBTOBERENRENICEHELTWET, At
F—7Tl&. bitBiome #tHh—ERXEULTREETZ HiIFi U—RI—J TV RICDWT, BEHD
BIFIcHIFTZ2Ya—RN)—RY—J TV AFEMEDEVICDOWTEROBIFEFNZR I THEN UL
F9,
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wBEtELEyYIaY b
9H5H 9:40-10:10

[BrRXEH R T 5 L]

AVITI24 (3kE Element Biosciences 1) @ &N

HR 5
KRASHRT T L HIREAEER

K[E Element Biosciences t#th%3k U fc RFHETE AVITI24 S EH ORIMTEHFOHK TH D O—
> o9 —2)LiEiEE ABC (Avidity Based Chemistry) (&, Q50 LRNJLOY—4 > &70
—t/IlEtcoflarO7 71>y (RNA. ¥ VNV &, HMRFEORT) ZogEs Uk, 158
HHEEY® PBMC ZWREUVEVILFAZ VR - VT I EIVERZHICEMTZ BN T %0

[BERE I — R 1]

F/RF =T AR ORFES

LR
BRRAE T — 2R

I—URAld, AYIRTA—R - F /K7 - 74 /OY—X4E (ONT #) OREH—ER70
NAT—E LT, B - B - BR~EY - BEFTEREITOYY TLOY—I TV 20T
— S RIFOBFEY —EREREL TV, FEyva v Tl BHFYMOP7UT—vav0
BIHERRBE, F/KPY— IV YV I OBFIEREBN LW,
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[Nanostring - A Bruker Company/Visualix]

CosMx™ SMIE& B YT IVEILERVILVFA I AT, ARF7Z2—BRE
FERL&S

VNS
Nanostring - A Bruker Company

VT EIVERIE. EHREARICHTZMEDBBENAAY—H—ERKB T DEEHICE
MEHESULE LD, BBZ/INNZNFICTIREND D26, HiEY 1 THHEBEEDSHRIC
BEWT, ZENTEDL S ICHBSNEEL TLWBINERLTOMD FE A, CORBEZRERT
3fcsic. +/ ARV TIRRBROEETILFAZIIRAY Y 12— 3 CosMx ™ SMI %[
L. FFPE T 6000 L E® mRNA & 60 Ll EDH VNV BOZEMIEBERERIE UL ZERFTZT
BEICLUE UTco CosMx ™ SMI (&, EMZDOARF 72— LEIF. ERCERARLDHE. < 5ICHEK
LRIV TOMRICEET ZAREMEZ WO TVWET,
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wmEEEtEYy>ay 6
9H5H 11:35-12:05

[FEYI#HEARHE (J—-—rvr M)

EERERE RN BETFRERIT Stereo-seq” CH /= £ Spatial
Transcriptomics QEFENEHS

MILR—
7EYIHRAEH

Stereo-seq I&. STOmics #fiiZI0A LU e EZEETFRIBBITFET. RO CTRLBHREDS
WFED—DTY, Y VIILEIBRFEEET, EEBBNREOEGTFREO7 71 I)L%.
ML ARV TRETEDZBRABA IV ABHRY —ILER>TVWET, T TIERRELSKSE
AEEFTRLESFBINTWET, diHY Y —XFED Stereo-seq FFPE iR Tld. RITOES
BEREOBRIIFZFDEE. £ - YU ALUAD FFPE BRIKICHEIIG. HEDAREEZLIFEZ &
HNEFESnEzT, FEVIKRASHD GENEWIZ'VILFA SV RA&EGFERY Y a1—yay
&, ERZROFMOOES ERFFOREEZHT 2 O0—/NLY Y —RZEHIT, RARTIL
FAZIVAY—ERZRHIT D ETHEHROARZYR—MUET,

(kRS FAR 1 >5—F>3F)]
EREBBIT=—X I A D TcHDRIEROBEITRED SRE

AR—XK
AR FEER

—ERELLORBIFBRIETIE. 770 Y—N\— OV > /=R, &/ —RKR&2@s»EbEY
SRV AT LEEBRT DD —RIITTH. Web(Jupyter, Rstudio) ¥ Docker 1t & i i &4
YV=ILEZSWo eV T RY VAT LATREIESHE. W ODDFIHNIBRE L RDFEVEETF
NEL RO MNETT,

HEVY—RELTOA) Y MZEFRULBHS D, ZHFLBI—T—DLZFLBTZ—XICHZBIC
BRI RATLBEDOHDFDT7 Y TT7— NHRETY,
BHRNBEASZHOBN O T UAT. REKOBITMREDOED AZRRELE T,
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SVFgrtE=SF—2
9OH5H 12:15-12:55

[Yourgene Health(Singapore) Pte Ltd.]
HE) DNA 1 Xt L ¥ ¥ 3 VEE LightBenche TEBEE O DNA 9B %= AIREIC |

Patterson Yeoh, Fred Chu
Yourgene Health (Singapore) Pte Ltd.

Rangere7 2 /Oy —%=EH L7z LightBencheld, 1/ XL 73 VEEEICEWTERNY
TS ZADMREERBEEERBE L, RARD DNA EBfEErfEICLET, BRELUOCHAEED Y
A=V 7V A BEOILKEFI TR, 77— 70—2X N ZHIR L. NEDALEZREBLE I,

[BARIKNY - Fo vy vERSL]

BD Rhapsody™ HT Xpress System ZF\\/z scRNA-seq DE# & FIRRAD S
BN

g a il
HEARI KNy - TaovFvyokidst 77V5—yayBR—-sTIL—7

BD RhapsodyTM > > JIILEILERY AT LAY A 700 zLZFERTZ2HDY XA—IHINE
. FROv 7Ly bARERERD Y Y ZILHEFEZDES %< RNase DFEELHZ(FICL
Wzsh, BRABEBEEOY Y ZILIC U CERAERFEE B> TWVWETD,

4 [aix BD RhapsodyTM ¥ Y J L)LY AT LD ZE SENIT L EHic. FIEETH
% ATAC-seq * scRNA-seq FDH > 7ILREFICRE LR OMICS-guard preservation buffer
DHFEWZLET,
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wBEtELyIaY7
9H5H 13:40-14:10

[\ AR MY —L#KS1E/Scale Biosciences)

Single Cell at Scale: from high throughput sample multiplexing to single
cell Methylation

Chiara Reggio
Scale Biosciences

Scale Biosciences Combinatorial Indexing technology allows for single-cell studies
to be massively scaled and makes it possible to accommodate larger projects, without
compromising quality and cost. From multiplexing hundreds of samples to single cell
epigenomics, ScaleBio instrument-free kits will expand our knowledge of cell
phenotypes in many areas of research.

(R S1t]

T EI - #ME RNA BDSDS51T75)—RAE+* Y D BN -FFPE B> 7
Ihrsb |-

iU -CES
R et N1 ATOY 0 NEER

BT, cDNA Bigili ©% 5 RT-RamDAEZIGA UL, 27 ILEILEIEHME RNA
NoDZ4 77 —HAEEy b TGenNext® Shin-RamDA-seq® Single Cell Stranded Kit; %
IRFELTWE T, AFvy hTlE. FFPE Y FILIREFT XA —JICK > T polyA BN TLE > 72
RNA %, />3d—7 1 Y2 RNA R ED non-polyA RNA i AIEETT,
AEyyarvTRFIULSKBEULEEEHIERZALBHS. HEORREZ SBAMWLET,
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RRAY—tEYYaY

F#H 9848 (17 :30~18:30) / &% :9A5H (14:10~15:10)
KB RICHIREINAIE. T—iGEEE) Oflc TO) BRI NnTWED,

L

AT mmEs 2ay) W
=
PO1 AE B2 | primgm s EEEOS VERRE T ©
P02 X8 BXE RNAi 2 1)—=>7%& RNA-seq IC& %% C.
elegans DMEFELERICHITDE M AR IS MERENA A
Z XL DR
PO3 FE B2 | Qs 430200\ A7 YT 7+ TEHEREARTS | O
PO4 HZE #X BFEYPDINTODE (<) TT2T 7/ L#EsxzBIE
-a—
PO5 XHEH #E— ZILYINAI—RETILNY T AMNICH T 2EEBEZ /O
7)) 7 DET
PO6 AH S ERET VYA —RDIRRE - EITOZKMEEZOEE | O
BInF DRI
PO7 TH EEZ QIAGEN CLC Genomics Server: A GxP-compliant
solution for NGS-based biosafety assessments
P08 FH B 2 BUEERR B HARE D single cell RNA-seq T—4% ZFL)
RIS —7'y M ORERE TR
P09 =8 Mt CUT&RUN, CUT&Tag & & U ATAC-Seq D= DE&E
19 spike-in JEDFIF
P10 HO sk TV I RBRZERWHE G UEEIC L DEHERED/N
AAA D TAIT 147 ANDIGH
= =__
P11 =H = IES . LRENBRT 30 AMBOS FIERT
P12 TR K& RHEIM CD4+ T MO SRIERIAZBIELIX Y 7+
R
P13 By EEZ TASUKE+ : KIIEARZET—4 P GWAS T—% ZA]{R
325/ L7750
P14 PR HE TITT4TH 0T 07w BWBEOERERY — T
A DERERE
PIS | AR BE | 3p ) nmiicgsmrTEmsLBROESHEN |
P16 Afeefa The Importance of Suitable Reference Data for
ZAINAB Improved Cell Type Annotation Prediction in Spatial
Transcriptomics Samples
P17 Alexis DeepSpaceDB: a spatial transcriptomics atlas that | O
Vandenbon | allows interactive in-depth analysis of tissues and
tissue microenvironments
P18 Vladyslav A guided tour of DeepSpaceDB, a spatial
Honcharuk transcriptomics database
P19 ’a =i IAEHR) BREGCFRERIEEZRE - §T5TE | O
T/ LEBORER
P20 L& B FHREBTWERANRY T LEENMOSD) KXo U T

N—LBERICLBRATOLRGEEIZRAY—
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P21 FEAR R HWFVFZHRRINZATVAIVNAOERYT / LAORBEL LT
MEARERAT

P22 s BF 1 #iEafEr ©R 3. PIWl-interacting RNA ffRE T /L1E
SO LR

P23 HE &5 RamDA-seq IZ & % FFPE H3E RNA 55 @ RNA-seq f#
il

F2d Rk AR Overview of the Human Cell Atlas

P25 mill 15 KRl EREZE & URLWAKE Single Cell RNA-Seq
% PIP-seq DIREE

P26 | BR BF | mmmmIMS #EWE 055 4 - HUMED

P27 Hongyi Dissecting heterogeneity in liver pathophysiology

Zhao using spatial transcriptomics

P28 R XIE ” = FLVCR Bz FHgEfEiT & FLVCREGF/ v I 7D
NEDRIFEER

P29 =H HA Single cell RNA-seq IC & % B &R B &R O SEE AREE{LIE
K8 ITID 77—V FRLENHNERDER

P30 EH B NTVILE—vaviEkic&dy—7y Oy IY—R
=R

P31 FH BN G sk M BETERBUIRRILS YL ZDRE

P32 SONG ARDTA Y VNV BDHREBREZER UV ICHLBFENRN

JUNSOO BREEDOBIL : YILFAIIAT—5 DREFEMFIAIC

miF<T

P33 e K8 7y ZBEARYANAT7 1 BEOAEARICEITSDR
724V REORE

P34 Zilh & ZEE NSV RT )T = LBITO T8 DIRFZETEEZ L
foififaniig & B DK EFE

P35 ik thé BRI | ERIA 7 L DRKIC K 1T B EEFRIRD Lasy-Seq I
£ SR

P36 BRER FE R =5 —%FRA LK DNA LRIV TOEY %R
HRE

P37 RE R £ DNA ¥—4 v H—ic & % cDNA BRAFEIOEA

P38 A AR M2 to M1 repolarization of tumor-associated
macrophages via the lysosomal effect of
Iltraconazole.

P39 2 BEOAHET—IRX—ZM 50 RNA 7—4 R Wi
HHRIBTEREE LT DRE & i

P40 Bk MU | A IRXRAARAEEL FOVAILRICE S T/ LADOILKEE
FERE & CBRENDEZEDRERT

P41 N 2 B~ iPS Mgk ERMBICE T 2T/ LATA RBENY1 D
OIFY O

P42 fgle E—H | 7y ABEJZAMNOT 1 BEOARNREICE TS RNA-
Seq7—¥ZBAWcA/> OV TV 3> DK

a3 | BR AT s ompaaics < A S 0 R BIRF RO

P44 bt 70— VRICHENG T it z5FE9 255 R F RUNX2
& BHLHE40 %R

P45 i B

NEDFREHREZFET 20 FANZXLDOHEH
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P46 B = REDOREBBENMFHERTIES / LAZEIA TE3AXA DXL
DEEK

P47 BY BE BixZEZFA U RS RNA-Seq Ic & 21 ROHEAER
BRTF—Ivy

P48 WG FKEE | #/R7Z V=P EBWEY mRNA OEIRNEGE &
ofE - BIEROK ST

P49 FH EfE 7y O RABERNEIYANOATADETILIYTRICHITS
RNA-Seq f#ifr

P50 TR =8 | ¢ Ky Lo s 2 MEEES ORI RATTTE

P51 FiE =48 EREHA M XAAOYAIARPEICK TR FrOXH0
YA ILRES J LB

P52 BE W5 | o T EERIC R DS S F OREET

P53 XE FH R-Shiny ZBWfc1 > 4% 59 7 1 77 scRNA-seq 7—%
BRAT

P54 ESE EH ENRBEIIEEBICEET D CDS81+EMEbHIfEY T #hg
EEMIE D

P55 S ERK FoundationOne" Liquid CDx 22l ic & D & 9 FIERNERA
EHEINL fc1H 9] EGFR L858R ZTEB B A S H
BOSEAY—T IV RICED7O7 71 )LERHA

P56 HE A DNA X FJULICED < MBS E#TE IC & DBES AMITH
oo DAFRICEEYT ESEHNRE

=#&ZE 1008.1009

REE 1004 - 1007

<SRAY—BR2 > SRR —BXR 1>
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HEES 0]

ESIEERD S ERED R VVllRaREE Z HEE

K& KH s
g : EMERRFEEANBCRMARA AEFIEMR LY —ERIERLBAFRT — L

25

BRFE 7 7O0—FIC X SMREOMEEPEUKERERITE T, ELFRREZETIRE
LTAWS, IhSDETER. fRRICIDZIREI N L AZFOERICK DB FRFENKE
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QIAGEN CLC Genomics Server: A GxP-compliant solution for NGS-based

biosafety assessments

K& FHEEZ
FiE : %x=xX=tt+ 7% >~ QIAGEN Digital Insights
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Good manufacturing practices (GxP) have been introduced a wide range of regulated
industries to ensure safety and quality of the final product.

GxP guidelines provide frameworks for documenting and tracing of quality-related
parameters, operations, performance, staff training, risk management and software
life cycle management.

NGS is increasingly being recommended as a versatile and unbiased technology for
monitoring all steps in the production process, including generic QC for mix-ups,
batch traceability, identity and stability of cell cultures. The biopharmaceutical
industry focuses on tracking the virome of cell cultures in order to quantify
adventitious agent clearance and potential activation of host (retro)viruses. NGS is
also used to confirm vector designs and characterize host genome integrity. In
addition, NGS is used to quantify effects of cell manipulations on gene expression
using RNA-seq.

Here, we introduce our QIAGEN CLC Genomics Server which provides analytical
flexibility to analyze various NGS workflows in GxP environments.
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The Importance of Suitable Reference Data for Improved Cell Type

Annotation Prediction in Spatial Transcriptomics Samples

K4 : Afeefa Zainab' and Alexis Vandenbon'?
& : ' Institute for Life and Medical Sciences, Kyoto University, >Graduate School of
Biostudies, Kyoto University

E =g

The various cell types that make up human organs and systems have physiological
processes and functions closely linked to their spatial distributions and cellular
interactions. Spatial transcriptomics technologies are very promising for studying
these processes in their native states. One challenge of spatial transcriptomics data
analysis is the prediction of cell type compositions at each spatial location. Single-cell
RNA sequencing (scRNA-seq) data with labeled cell types is often used as a reference
to accomplish this. However, predicted cell types or cell type compositions can differ
strongly depending on the used reference. Often, scRNA-seq data is biased in its
composition towards immune cell types and contains a relatively lower number of
native tissue cell types. Moreover, depending on the conditions or disease states of
the spatial dataset, relevant cell types (e.g., tumor cells) or cell states (e.g., activated
immune cells) might not be present in the reference at all. On the other hand, the
inclusion of non-relevant cell types in a reference results in less accurate predictions.
There is therefore a need to prepare optimized scRNA-seq references for each spatial
sample. Here, we present results exploring this topic using a large compendium of
10x Genomics Visium samples and a collection of scRNA-seq references. We illustrate
the problems described above and present an approach for constructing suitable
reference datasets.

Spatial data cell type prediction

Suitable scRNA reference is crucial Creating optimized scRNA
for accurate cell type prediction. reference.
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DeepSpaceDB: a spatial transcriptomics atlas that allows interactive in-

depth analysis of tissues and tissue microenvironments

K% : Alexis Vandenbon'
I8 : 'Institute for Life and Medical Sciences, Kyoto University
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Spatial transcriptomics enables researchers to study gene expression, the spatial
structures, and disease states within tissues. However, this technology requires
considerable financial resources and bioinformatics experience. Here, we present
DeepSpaceDB, a spatial transcriptomics atlas that enables in-depth exploration of
public spatial data. At present, DeepSpaceDB contains more than 1,000 Visium
datasets. DeepSpaceDB allows users to inspect the quality of each sample as
compared to other samples in the database. The roughly 1.5 million spots of all
samples were clustered by similarity of their gene expression patterns into manually
annotated clusters (ex: spots of the hippocampus, or tumor spots), facilitating the
interpretation of structures within tissue slices. Furthermore, DeepSpaceDB allows
users to compare the gene expression of interactively selected sets of spots, and any
spot can be used as a query to search the entire database for similar spots. Finally,
the database provides spatially variable genes and biological pathways, as well as
predicted cell type compositions of the spots in all samples. We believe that
DeepSpaceDB will be useful for generating new hypotheses, and for supporting the
analysis of newly obtained spatial datasets. DeepSpaceDB is still being developed, but
a beta version is available at www.DeepSpaceDB.com.
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A guided tour of DeepSpaceDB, a spatial transcriptomics database

K4 : Vladyslav Honcharuk' and AlexisVandenbon'?
& : 'Institute for Life and Medical Sciences, Kyoto University, > Graduate School of
Biostudies, Kyoto University
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DeepSpaceDB is database of spatial transcriptomics data including more than 1,000
human and mouse Visium datasets. Here, we present a guided tour of the functions
and features of DeepSpaceDB. DeepSpaceDB uses Python with Flask for the web
framework, SQLite for the database, and Plotly for plotting functions. Users can
search for their tissue and condition of interest. After selecting a sample for further
inspection, DeepSpace allows the user to inspect the image data of the tissue, and
several quality measures. Quality measures of each sample can be compared to those
of other samples. Users can inspect spatially variable genes and spatially variable
biological processes within the tissue. DeepSpaceDB also contains information about
the predicted cell type composition of each samples, at each location inside the tissue.
Finally, DeepSpaceDB contains several functions that allow users to interactively
select spots of interest and examine gene expression patterns within and around
those selected spots. DeepSpaceDB is still under development, but a beta version is
available at www.DeepSpacedb.com.
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AFVFERIVZIAVANADERT / LORES & CHERET

R BAARK %, SHBN ', BT
P ARATAS MEFHAR MERENSHE, “ARATAS ARERBRERE >
5= "KRRLAS EHRIANPRIRESS

2E:

ENDBFRVAINRICRRENDIALZIADVAILABVAILR (KoV) &, BECHEBEDOS
WERIK 1 R RNA T/ LZHSE, IR TEHEEERZITS, Fic KoV (& B TR R
FZER LW TSR TAILATHD, HREREULIAILN—DLILADITyRO—TFF 2 IN
VEZFALU TRREERNFZERT %, TF. KRABEBYDLS5EKRE KoV HMRHEnTWS, B
$HF)THEEKoV I tOHAEL KVOELE KoV EEIGHICKELERD I EDDH > TL
ZH. INETKoVDIOA—KRITZME—DY VI/INVETH D DAg ZEVEEEYDEIIDHUH
FAE SN TWERW KRR TIE. 2 RNA-seq T —% OFEFENERITICK D BEEHF Y PHE KoV
DEeRYT / LBENZREL. FERICHFBNDO OFRORS - EREEZH I I AREZHSMIC
LTz
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1 fifE@iT TR 5. PIWI-interacting RNA IR EF/LISEHEO SN

K& AgEF ', ERMERS BES
Filg | WRAFEEEMNZMERN, *EREIAZEY Y X7 LAGERNZER, > RRAZHES
BRI 2R FE R

25

PIWI-interacting RNA (piRNA) 3% < DEMH D /IM\A3F RNAFEDO—DTH D . LFEHED
FEEBRICEWTEREZH OESH/IEERS (S YRIRVY) OFEHZMHIUL. ¥/ LER
ZBH<, ZDEAFEE LT, pIRNA ISV RARY Y OEENHZFETZEHIC. hFVUR
RY VESYOUIREES, S TEERDIE. piRNA ZTIBT LT b 52 ARY VEEYH S5
fc7e piRNA ZEHI 2 EWVWS, A= — I RERBROBERZEFDOEVWS T & TH D, 4LIEHAE
N U THES Lz piRNA OE#RIZ. SOOI =Z— I BRIRICK D RIERDEICE W TEIES .
EEICZDORDODERANEEHELREITZ LT, HREBRAIC NI VARV VIHICES TS5 E&E
Z5NTW3, TOIEY / ABEREBAEL L TORTY I v IL RIS, piRNA OEESRER1E
& FE ORI EANICED ST TWD,

PiIRNA QA SR - EF DD FHEBOIRIEICIZ. £ D piRNA BIEREZRIZFL TWLWS I MR
HINTWB A1, (Bombyx mori) SREICHRT ZZEMAZ. BmN4 fflgNE<AVWSNhT
W3, LM L. EEFDO BmN4 MBI — R HRER & WS bl TRV, D & BEMER
BTICEWTIR., 2RAEEZFHOMIOERETHS (TR, 22 TIDEKEZD FEMFEN
BREBRHNSIERET DHIC. REHAIE BmNA fiiED 1 #ifa> —o Y ABRZHAHSATNWD, K
H#RTIE. BmN4 MDD 1 M2 RNA > —o Y ABANSBSNIAR. 8LUTF1 TILDIE
MEERE > —T Y REREZ 1:1 THDITZ5HAEMZ AL BmN4 filaD Y ILFE—5 ILiE
WADHMICDOVWTIRET %,
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RamDA-seqeic & % FFPE H3E RNA H 5 ® RNA-seq &7

K& ASEK
FiE - SRR at N\1AF7o /O —HFmm

E=g

ZREINSYRIYU T =LY, BNABGEF/\RIVBRELRE, BRRE, 15 FFPE BV
RNA-seq Ic & 2T DEEIIREICEE > TWB, FFPE 3Z < DIFE. &89 5 RNA H'HME
MO - BIELTED., REUEIT - ZHOTIFERDEZ o). BEENGRITFEDRR
RRHS5NTWD,

175, RamDA-seq®FIB{LZIRFTATIC & > THRIFE S N EIRNARET T, non-polyA RNA [Cx¢
It U E RNA 55 D RNA-seq BT FETH D, & 5IC RamDA-segeld PCR IR S 7R,
RNA Z#8C Uz cDNA BIEEZRWS . BIRO/NA 7 ZADNE <, HRREDDLRWER
FORBICRAZR D, AARTIE. CDXSBEFRZHFD RamDA-seqeZzEA L fc. FFPE H
5D KD IEEDEV RNA-seq BBTEDHIIZ Bi5 U T,

K. RamDA-seqeDRIGA =X L
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Overview of the Human Cell Atlas

K& &8 &7
g "Bt REAEREGERZEHE LYY —, "Human Cell Atlas Executive Office

E=g

The Human Cell Atlas (HCA) is an international collaborative consortium that is
creating comprehensive reference maps of all human cells as a basis for
understanding human health and for diagnosing, monitoring, and treating disease and
that charts the cell types in the healthy body, across time from development to
adulthood, and eventually to old age. The HCA is likely to impact every aspect of
biology and medicine, propelling translational discoveries and applications and
ultimately leading to a new era of precision medicine.

I'll present the latest update of the HCA including HCA Data Ecosystem (how the data
are managed), HCA atlas integration, HCA Archive and HCA activities in Asia.
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BALGEEENEL ULBVWKRE Single Cell RNA-Seq &% PIP-seq DMREE

K& i e, ElEE 2, EIETE Y ZREE
e ' BLREARAT EMEERERREY Y — NAMAC Y TAYT 1V ARRRAEF—L,° K
RERERKY #HRBARAT / LICHREZHERIFT 7/ LEEBRD T

£E5:
PIP-seq (Particle-Templated Instant Partitioning Sequencing) [1]l&. %5k RET /N1
APEREVDEEET, NFTV7L—MIVILY 3V &EFBLT Single Cell RNA-Seq Z1T
STENTEZRIMTH D, CORMTIE. NILTY I XARER T TE—EOATEILLE
cDNA ON\——R{EZE—BRENTITS I ENTE, XKEOY VY T EFRICAETE 2,
KIFAGEREEZARUAWCHMIHOEAIX MHMEL, & 5I(C PIP-seq OEALF Y b
IKiE. Y7 ORIMEBNS S TS Y—R/E, >—rrovy TI@ERETOT—o 70
—HDREINTE D, T—7#EICIE PIPseeker EWSY 7 MUz ZHEEINTWS,
LA E TIE. PIP-seq OEAMMRIED 7= 6 PIPseq T20 3’ Single Cell RNA Kit v4.0PLUS[2]
H &LV PIPseeker ALY, human PBMC H> ZILICK UL TH 4 B#li2® Single Cell RNA-
Seq ZEMEUT. AEKXTIE. INSDHERICIMZ T, BEED Single Cell RNA-Seq FE &%
BELLBRDIERZ R T

1: https://doi.org/10.1038/s41587-023-01685-z
2: https://www.fluentbio.com/products/pipseqg-v-t20-3-single-cell-rna-kit/
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BIE-25 IMS AW 7055 L : HUMED

K4 5REBF, TEES K, Chung-Chau Hon
FiE : B{LEARFT IMS BLFHIEYT / 20 ARRF—L

E=g

BCZARFAEMERZMRREY Y — (IMS) TlE. 2021 F£4 BL D, kR BEKE. fEs -
BEXNREL, EMNERENOY VIV EILEBRNSBOSNDIHE - MHz. "E NOEYZEEE
Z1 OHEMMRE UTRARICSERAT S EZBNE LT, BEERBARZEZH & OXFRFAR
707 Z L Keio-RIKEN Human Biology and Medicine (HUMED) %38 TW%, HUMED 7
072 LT, BEXRBAZERHF v Y/ IARICHAARLSZRBEL TED. WEFTITH
20 DRV I —F v 7L ILERZRLOE U HRAMRZHEEL TWS,

AEXTIE. HUMED 7O S AXEKICAZOY T LATE00 U LD > )LE)L RNAseq 1
TZ7VEMERL, 22 TEONETA4 T Z ERD tips ZBNA LT,
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Dissecting heterogeneity in liver pathophysiology using spatial

transcriptomics

K4 : Hongyi Zhao'?, Shinpei Kawaoka®, Alexis Vandenbon'?

g : 'Institute for Life and Medical Sciences, Kyoto University, ? Graduate School of
Biostudies, Kyoto University, *Department of Integrative Bioanalytics, Institute of
Development, Aging and Cancer, Tohoku University

E =g

The liver has a complex spatial structure and cellular composition. Cells within the
liver perform specific biochemical tasks based on their proximity to the bloodstream,
a phenomenon known as liver zonation. Liver zonation plays a crucial role in
maintaining energy balance, metabolism, detoxification, and other physiological
processes. Here, we used spatial transcriptomics to explore the impact of various
physiological and pathological states on liver zonation in mice. We analyzed liver
samples from mice with distal colon or breast cancer, cancer metastasis in the liver,
obesity, and from different age groups (newborn, juvenile and adult) as well as healthy
controls. We found that liver zonation in mice with colon cancer did not show
significant differences compared to normal mice. However, liver samples from mice
with breast and liver cancer exhibited significant disruptions in functional zonation,
with particularly strong interference by breast cancer. In the livers of mice fed a
Western diet, pathways related to fat metabolism were significantly upregulated.
Through principal component analysis (PCA) of spatial transcriptomics data, we
further discovered that healthy liver samples are clearly distinct from cancer-bearing
and obese mice. Additionally, the liver of newborn mice did not exhibit clear zonation
features identifiable through the expression of the Albumin and Cyp2el genes.
Overall, these findings reveal how pathological states can significantly alter the
molecular landscape and functional structure of the liver.
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7 = FLVCR B FHEE#EIT & FLVCRBZF/ v V7V NEORBREER

K& IAKIE ', B BE, ZEhAM, REAHE, 2 BT
FilE ' [RBERFERFERHSEEmRIFHER

£E5:

Feline leukemia virus subgroup C receptor-related protein (FLVCR) (. HZLEHN S ELE
PEME. ERICEDEFTHRARBREYIC Ortholog BFEL. ELHICRBFISINTEERTFTH
%, FLVCR BANLEXEER%Z 11— R U, EEROKRIMIRZANLEFMED SRET 278 ETRMIRD K
PANBEETZEEZISNTWS, RIETIE. £~ FLVCR BN\ LADMEAEXRICINZ TEERR
BRTHZAV YV OEREELEEI TWDIEERBIN | FRLZODDFIFZOADED ., %
JHME VA ILRT T I)IL—7 C (FeLV-C) ORAFEE L THMSNTE D, FeLlV-C BRET 52
ETCEERBEMZSIZRITIENH D, UH U, RIBRZFLBVWIZP/NI, BREEILS
WTH FLVCR FEIRLTWB I DS, ALEXRERE U TOREDOMICIHO - FIOZMHL A
WEIICHBNRRIEM SN TWRWEREEEZ D EEZ 5N 5,

ZZTHRMARTIE. ZOHELEENFOYOEDOHIBRIC KL ICBRRE (V=) EHIFS
FLVCR Qe x £ZR I 576, (i )V 7 LIl dry Y —IL%Z AWz Strongylocentrotus
purpuratus (S. purpuratus) @ single cell RNAseq &—% **#&#f. &' (ii) CRISPR-Cas9
ZRAWRNT YD Fiver (like) /v I 77 MK 2RREBITZITV. HEEKICRIFT
HEZERU, HRELT. = FLVCR V) vEgEz@ U e B - K. BRIERER
RICBET 52 ENTREI N, EEMICERFSNAROEEER DY VEEEN U EREHRHR
ETHZIIENEZ SN, FERTEINSDIERZEEZX T FLVCR OHERVVZICHIT
BB ANDZEICDOVWTEET %,

Weng, T.-H. et al. bioRxiv2023.09.15.557925 (2023)

Foster, S. et al, Development (Cambridge) 147, (2020).
Cocurullo, M. et al, (2023) preprints202308.0376.v1.
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Single cell RNA-seq Ic &K 2 BEIREB R UCEBIRECEICKTD T —IFK
ELERDEER

K4 : SERF
FiR © BERERRRIA / N— 3 VR REREH S

ZE:

(&= - B] SUTEEREEE (ACS) YRIEEE W ok BIE. RIET 3 ERENREKEETH D,
ZOFHHBH TEETH D, BUREICLDSIERIINZBMELTZ— 7 OBRENERT
HDEEZSNDZN. FOREXNZXALIF. D> TVWEWZ ENZWL, KIFEKTIE. single
cell RNA-seq ZFHWT. BEIREEDOHF THIEMBIEREE (CCS) £ ACSDTZ—7. LT
SEERELEDOF T, MEEDFEICK D TT7— 7 OBHEMEORHORHDOEVZHS MU,
To7—URLREMANZXLZFRTZ I EZBNE U,

[#2R] ACS OEEEMAETIL IL1B+inflammatory Y2 07 7 —3J(P)D Glycolysis X#HYE
L. EEIRMBEILE Tl& TREM2+fibroticd TR#HDFEHENES iz &5,
IL1B+inflammatory® d ACS NDEE5., % U CHEEIREE. SEEIRE(LIER O5E ML il
DEERWVICRENEZEE TR T DERIEB SN, Fo. MEBTLE EAKROMREERICE
LT Glycosaminoglycan degradation (GAG-deg) & MMP19 OEBENEL ., MEYE
TYVJICBAS UL TWBEEEENRE S N,

[Z%] ACS lc&WT IL1B+inflammatory® ., MEEICH LT GAG-deg R#. KLV
MMP19 hVBBIENERD 53 EEZ 5N 5,
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NMTVYALE—=aVrEicEBZYy—y OV ITY—RI—H5 VR

K& £HBE ', SBETF ', AHEE ' BES®, HikE®
FiE: ' 7YLYh-Fo/0Y— (K) BB - '/ 20 R, * RRAFE K ZBTHEISAI R A
MERX T« WIVERESERITRE DRI FBE

£E5:

AYJYU—RY—T7 Y RF. RERIIPEMGEEEEE VW . Y3 —KNJ—RY—T VT
FRIFAHNH L WK ST/ LASEERERITT 2D NRY—ILTHD. TD—AT, EIARX
EONAZI—Ty MEDREE B >TED, BRNOEBOHZY—7 v & ULTEITT 2 AE
NKRHENTWB,SureSelect =7y hIVUYFAY NI AT LIERNA 7O0—-7ZHAWT
BERNOERDOAZEET Z/NATIVIAE—arFvy IFvy—FTo/0I—THH., ¥Y3—h
V—RY— Y 2AKKR#ELINTWS, 22 THLEG. OYIY—RY—sYZAIKZOM]
IWORRZTofco W1 XLV 3y, PCR BROZEE, \1TVFAME—>ay /v TF
v —DEBRETZITL. 500 ng ® DNA 1>y kHh5 N0 U—REMN 5.3kb D175V
ZBB I ENHEK, 267 Mb 25— v h&TZ7O0—-TTxv¥ FF+—U. Oxford
NanoPore #t PromethlON Flow Cell (FLO-PRO114M) T 8-plex ®f#trZ1T\\. 1 > Il
HEDO>TE%DA > 5 —4 v ME, Coverage I& 80% U EDFEIHEA 100x U EEWSFW/IT #
—N YV R%EBZ I ENHFI, Short read TIFA/NL Y IDMET UM E% TERT 7OE—45 —
BEEAETEWANLY Y ERZSNEZEHR LT,

70



HEES [ 31

CEIUMBLEFERBULLHFBRRILFIFVILILADOHER

K& @ SHEW ', BEARRK 2 IR, ETET
il || KRR EGBRRERPBBERSE, ° KRATKT KEFRUREFZHAIH BREBEY
HE, ° KRAIUIKRE KRERERRFERATR Y 5 —, * TERZKRZREZ AR

£5:

E, KRBEBAXIT /) LABIFICEDZLDIAINADNEEINTVWDZ DD, SAEITIDHH
BAESNETAILRAICDOWTIEFTRICEBITEINTE ST, FIRIVAMILRARIINEZFEShTWS
AN H %o AR TIE. XITHARICEWTHF U PHE RNA-seq T—7 S higHEIhre.
RILFIALILARAIRIAINZABD VA LA EERFELMEERITFREDIAILR (AFVTFH
JVIRERD A LR : ScCLV) DFAEIIICEE UBITZTWV., EEFEROT/ AR ERE LT,
ScCLV [ERAMRFOBICHBEDEEY VIV BE - RITE36CGELVMEBEFERIEBLT
WBEEBICBARAINYRILFTVAINRABD TAILADEERICHREL TWB I ENRINT
NS5O ENS ScCLV FBHBEVAINZADEEY VNV ZHMAL. KFRERZITS IReED
ANEY g e
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ARDTIA Y YRV BDORBELBEZER U it FEARBEEDERL: W)L
FASIIRAT—5 OHENFIBICAITT

4% : SONG JUNSOO
g : KERKZ ZBEWMRA HEEYZEMRE

ZE:

SWI/SNF #8471y hT#H3 ARIDIA &, SEEDEGFEENRESh. FERE
BICH T 2EBEHEFEADOESHINSNTWS, ARIDIA DEE, ik, 8LV VINVEH
REMBENICERIT B LF. ZOEMZNREZEB I DHICRAIRTHSDH. EROEE
BRLFEEZEREY mRNA REOHCEDWTRD, 7V /N BOKERESZ+2ICiRZ 3
CENTERV, BAANGFHRIOTAIVAEREZE# L. 2EINEIYILFAZIVIRT
— Y ZHRNICHRAT 2 EHBENTH DD, AT ABEBEOT—YEDEENRAT, T
— 5 DMRWBFBADPEEE B> TWD, TORBEICKHLT Bih. BARIFIBEZEBRLF
EEREFE U, £9. NIVYRIVUYTRNIVR, IS/ SV AEUNIFAZIIVRT—H &,
VIV BREEEER. & KEGG /SAV 1 %2FAL TS NS EEETIL 2B
U. ARIDTA Z V)XV BRBEEFHI Ufc, R, FAETIOFIMEICLD RIBET—F E#>
= ARIDT1A # >RV BHIFE L. ARIDIA NEEGEHIHT 2B FHARICEDVWTERL
f ARIDTA SEMELRILZBWT, ARIDIA VIV BORBEEEEEEZE U BRI EERL
fco TCGA B LV CPTAC =¥ty NEAWTEADFAETILETMEL. RPPA H KV LC-
MS/MS TEEILSNE7OTAZI VAT \OEBAIUBETH DI EZELELc, £, F
REENBIEFEE (DEGs) ZREL. BAD7 7O—FHN mMRNA R ICEDLK JI/IL—F TR &
N30 EERDODNAANY—H—DORBEHNZIRZ DT TR, ZFETOHRAINZZENE
cFEtzRE LT
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4

7V ABEARIANAT 1 BEDABRARICEFTERATS1 Y Y ITREORE

K& 52AE ', BNESR ', TIEE— ', B)IEd ', EmAE%ES % REFEM ° BRX ?
Theofilos Tourtas®, Ursula Schldétzer-Schrehardt?®, Friedrich Kruse®, /NREF '

FiE ' ASHERERER ERERZMRR, *RBFLERKEZXER 7/ AERIZ,
*University of Erlangen-Niirnberg, Department of Ophthalmology

£E5:

7y ABEANRYANO7 « (FECD) RABEARNESIN. BRAEEZ5I TR ITHEETH
%, TCF4EBEEFDA > OY LICH S CTG REHALT (triplet nucleotide repeat; TNR) @
S50 Bl LD BRIFREEBEEBICERT 2EGFERETH S, TNRIZK S RNA foci h* MBNL .
MBNLZ 13 EDR T4 2 JRBRFOEBZEZRET 2 I ENBESNTLIHATHREE L,
AR TlE TNR Y50 @ E (Expansion) &LLT (No Expansion) @ FECD BEHEDA
BRARICEWT, BEERROBENR EHRU TRRENEE UL TWBR TSIV I NRY—>
% RNA-Seq IC & D&t UTco BEEICHLRT Expansion & TId 1,765 fE. No Expansion
BETIX 2239 BDRTSA T INT—V ICRBEEHRD Siz, £z, $ic Expansion
BEICEWT, MBNLI. MBNLZ, 8LV InSICHBIESNZELTFDRAT AV TEEIE
FInlc, 5. FECD ORREICK TR RATZA IV VERDOFHMZHESIICT S I & TRER
BELVHIREIEY—T Yy NORKRICENZ EEZ SN,
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ZRNSYRAT YT N—LBITO 8 DR EHEEZ AW o fifa s & fRaE o #
EFE

K& ZILE' BEXA, SRt $BEY) ', MAEL ® SRERA°, FHIE—"
NEE S

i« KIRRZRZRERBIZARE, *RRRFREREZRARR, * KIRKZXEREZ R
WRFR/ R RERR R, * R KE R BRES AR

C: =g

ZENZYATV TN —LERE. ZEEBERZREUVCIIECTFRREZAET 5FEELT,
EFFEHSNTWS, COBRATIR. XIXMROERZHE L. MR EDEGTFOERER
REMSHREZHEHET DLENTONS, ELOMIEIRLIEEZR DD, CONEZE
BUOTEMRRZHMICTER TED L SICBRDB I ELHAFTIND, MREBOHEEICITEEER
ZRAWSFEN—RICAVNVSND, LHLEBNS, REEKISHEERZODDZRIRTIIE
Wit IEMREBHEIIR#ETH 2. 2 TARARTIE. YV VI EILEGFRRABNTES
nic2R7—5ZFRAL. BEFEEICK 2HREREMREZEARICHEET 2FEZRET
%0 WKOWDBEDZEBI S VAV Y T h—LT—FICW L. BREFEZHEBIBIET, %
DEMEZIRIET %,
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I EXRRT LORICE T 2 BIEFHED Lasy-Seq I & S BB

K& : FRiEtha | ENET |, BSHS, REMET, SulKZ'
FilE ' FHMEAZAZ S AR FMRBN TERERFEY, *RPRFEPE, HAREKE
AR

25

BRI IICEBR T B 7 L (Plecoglossus altivelis : & Ex 10 D AB 7 1ER) (LiffEPEEwE
BTHD. NCEMINIIINMMET 2 EFRIBTIESICKRET 2. LXSICHYETZVI by
EEBRNTHRIBEESICYSATZIANSHF LICERELTIIICHE LTS, MM ELE7ZETI
DL - FRBTHRET N, BEREMETS VI N SEEBICELL, TERENERTE
NoKEBTEIZHES T TNV TEZ E2EFEDENS. MEICHRMEL RS EBEELRBLZ
NUTHTERDFEL, FE7AER>TEFATETL, AIOF - THRIBTEINL, —4%Z#&
Z%. CDESICF7IO—5.ICIE, REERELH T B KETH FEHEELREIHIE
BRER - THOEHANBESNTE D BERRVNVEYN TH D, £ TAMRICEWTIE, BFEEE
HiH S ESVHRICE B RABBR AT —Y DXRA 7 1 2 B3] || T U, Lasy-Seq IZ & 5 mRNA-
seq Z1TV), MIZH (TS MRNA EQELDEBRNBIT ZHATcDTIHRET 5.
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RERY—Tr oY —%FMAL DNA LRIV TOEYZRIERE

K% - eRffHEz
g : FEERZRZPEL

ZE:

EYEIRIER, £RROZFKE, BOZKE, ELFOSKRMED 3 DDLANIICHTTIRASH
%, PFTHBEGTFLANILDOZKRERIARD S IFHIKTUE <, DNA >—7 Y XA Z{TORITNIEAES
MMCTERW,

BRI, BREPHIBOZEELELEDICERBAREBNTENZIREREEZTL, ZTORICHE
KEnNcEHARZERNRICRIER Y —T Y —2FHALT DNA =T Y X%Z{TW, BLEFLANILT
DEMZHREZARNTWS, INETTR>7, RKEZKRE, BE, FEERELREOWHFE
REWET 5.
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R DNA >—T7 Y —Ic & % cDNA BiTERiTOEA

K& xB %, #) FF 58l £, )l 15, ZEE B
g | RRERERKZHEAREBMERYT / LKERRD

£E5:

RNA X754 JERBREEPEL. BHRERELPHABEDKRELEDEEIMSNTWS,
RNA X754V EvERZZICIE. REDNA Y—r v —Ic k2R cDNA ¥—o >V R
fZtr (cDNA-seq) WNERTH %, D TH Oxford Nanopore Technologies (ONT)#t®
Nanopore ¥—4o v —iERBoNdY—U Y RAY—RHAENEZL, U—RKREERLELTS
cDNA-seq IcE L TW3,

—AT.ONT t£®D DNA =T v —DEAEEED DNA > —T o —LK DH#H U W BERS,
ONT #D Y=o v —ld, =T Y AOREMEDEH, =TV ARELPY IRV 7RED
Py TT—RDERICH D, ZORRPREZEENITH DMENICIEET 2ONRELRHT
$H 3o

AR E. ONT /88 Mk1c (MinlON /Flongle flowcell). #E# P2 solo (PromethlON
flowcell) ZEBA L cDNA-seq ZEHEL fco MEEFHMAID /26D, ONT EAARARXY U —ZALTWS
7'/ I DNA OHEEBRELBRULER. RADNEBLT—VEPT—IRENRMARY VICE
T ofce FCTCA—H—0Z 2274 —THREINTVWIEHAEERTINERLRE
NE, ARV IV DEDRRZRESHMCT DD EERITZEIT> I

FI. YT VARE KE\WTT7O-tILKEE PRY—KYTUFILD DNA 1 IRIC
KEFEENDD &, LYY=V AF475 ") DNA IEt 92X —K< 57U 7LD DNA &
BWEES WEEBEELBRWIED DD S RIT, =TV RASA4 TS VERICRELR DNA &
P, BPERFED DNA BREHERGEZEEMICEHAIL . TNSOBERMNS. P—T Y RICHE
7% DNA EZBERIZCEVPI—TVRARE ZEETRATYTZEET DI EICHIN LT, &
RE9IC. cDNA DIR7E®D Quality score & median 22.7 (E8.2.0 motor Z{#R)TH O . ¥
— TV AMBDEVWT—INMESNDESICB oo SICTAYV T A—LLRNILDEGEFHEER
DEEMRITY —ILT8H % scNanoGPS[1]Z LT DNA /\—O— R+ E cDNA-seq T — % fi#1fr
INA T4 % BEL. $i%K cDNA-seq 2R U T,

AERTIE. INSOFRICMA T, ¥>a—KNI)=—RI—ToY—-LDY—T Y XATXMNERIC
DWTHIRY, 251, ONTHD DNA =T U —ICE>TEETH DY —T T —FlEvPr~N
—XAOA=DHDAVE 21— —A VT ZARNZIVFvP, TNIKR U —7 > AERTE
DIRICDVWTHENT %,

.

1. https://doi.org/10.1038/s41467-023-39813-7
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M2 to M1 repolarization of tumor-associated macrophages via the

lysosomal effect of Itraconazole.

K& D EARR, BRES, REAMNF, f[0OKE, LARTF BRI
g « REERKPREEERIG AR R

ZE:

[(BW]« 237V —=IL(ITZ) I hEMEMENSHFELY /O 7—I% M2 H5 MT A
OBEMBREN U TMEENRERT, AR TIE. COEFEMRAT D, YV 7ILEILER
EEERBRMIRAREET e, [FE] IMZZA/mLcM2Y 707 7—Y EFMUL TLWRL M2
Y707 7—Ylcw U TREERIC K D scRNA-seq £1To7co £fee AL XFO—)L. IL-1 8.
YY) — L% GBI THESE U, [{ER] scRNA-seq OFER. ITZRMIckDHRLIY
ZAZ—lE M1 70774V 0%ZRLIYYY —LDEBRICEDLZ /AT A HNERICHTE
Infco REEAFETHITZZHFMIZEALRATO-ILOERBICLDYY Y —LDEKT D
ZEehbh otz [ER] ITZOERELTY Y Y —ANS50IL A7 O—/LEERINFEIARE S
feo
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HEES 39

BRORAET -5 R—ZH 5D RNA T—4 ZAWc D EhflilRIETERERGEF D
TE & AT

K& BiF =R HRRT " FEH°
il | KRR F R FREZ RAREHERBARE, * KIRKF R EREF RARE DM ERIEBE
EFHEMFBE, IEAMNTIIAZEREE Y5 —

25

DR IFER T CICARENZERL. S<KEESNLLARILTUNMEIEL BRWz., BEEREIC
BIFZ2OHBEE. MEREBEOBRICKERIREEZMHSOTWD, —A. & N iPS flaO i
fa (hiPSC-CM) IEDWTlE, REICHIIEZE2 &N, MEAEZITS L TOEEREL L
TW3H, hiPSC-CM DIBFEFIEIA W Z X LI DWTIEREBBI N TULRVLERDHE W, FTLE,
NHET—HIR=RICEBBINE K RNA T—7%FBAL. IThS5DTF—9%2HKE - #Bifd 2
Z &T DVEHERRIETEICRES 9 2B FORIES LK U2 DEEERIANAIREE 1> TE T,

AARTIE. DHET—IR—IZHAWNWT, DEHSHEEERFOREZRA . BEDT—F
ty hEREL. BERAECHEEYZENFEZERAL CTEAZ1To k. BEARICIE. DESeq2
IC LB IERE EEBERRELTFORE. /Ny FHRBIEZTTV. TPM (Transcripts Per Million)
L& BDHREOEEL, MET—YICNMEBETFHREER Y N7 -8 (WGCNA) ZERAL
THEREY1—IILZBEL. SHEETY21—ILZEEL, Xic. GO TV U v F AV NMEN
& KEGG #RERRITIC & D IBTERER K Z RFE U FEBREA & FE \RER D = RIHKIRE (R F (DEG) &
DHBRICE DEEBEGCFZRDAAL, ZOBER. EROFETIRIRZ SN > Ml RIBSE
FEOELZRET DI EICHIUTc, oy RESNICEGTE SIBIETBOHEEMMTH S,
hiPSC-CM B D18TE% (BT DA REIED B 2 F Ty —7'y MEEZERHE LT,

UEDZENS, BED RNA T—5t Y b ZfiEa L THEIT %22 & T DERETEICRES S
BT DRE LR MENICITZ S Z EMNRES N, REBRICH T MITEIEDEIE
ZOREEBICOVWTHLLBRANE SN, AESNIEFBICOVWTIE, IREZ DHEFZIETEIC
BIFTDHEEICOVWTHRITZES TV,
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HEES 140

AIXRIREEL FAVMILARIRE D
T/ LDIUBEEREE & CEENDRE ORI

K& | RERAR, kE HEE, FE B
g | LEXZRZRREERRIPMRR

g5

A IXIADEZELREEZF OERODO—DIC, REMKEL bOU 1)L X (Feline endogenous retro-
virus 1: FERV1)& & ' Z D KimELy (long terminal repeat: LTR)DBEIC K 5. BIZFZEN
%3 (David etal. 2014), LA UL. FERV1 ¥ FELV1-LTR, XU'# OMHEELEGFEIEEDER
FORIFHEICE DK S ICEKRL TWLWBMEEES TR > TLVERLY,

Z ZTAMETIF FELVI-LTR & L2 DERESIE(FERVI-LTR 8)ICEB L. 2AHT—X
—AZBWeT—9#H S FERVI-LTR BED#EEZ ZR U fc, BITDO#ER & U T, FERVI-LTR
BICEZOYFYOUREBEETIET 2TV INVBEIEET DRIITF—T7HEEL., i HIi-C
F—H DEFANSA TS/ LARD FERVI-LTR H#DO WL DO DEFTIE, IL—TRX1>D
BREEEL WS ENRBEI N, £, RNA-seq T—% DfEifH S FERV1-LTR BEHNE
EFDOAY NOVICHFEET 255, ZOEGETFAD LRI E TRESORBRELICIEFSDED
HUDZEDHESHER o, TNSDRERHDS FERVI-LTR BEDBEGCFRERANOFENRE S
nd.

SEXM
David et al. 2014. G3 (Bethesda)
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EEES 41
bk iPS R FEMEICHE TS/ LT7A4 REYA70TFY VOB

K& ONll& & #)I FF R 7EF —HBE 8
B : RRERERIAZERBMRRT / LERERERD

ZE:

T/ LCEET S 30 BERFONSBRIFYVE, YA1JAIFYVEWS, YA/ 70O0IFY
Vid. ROWIFY VICHRTEEEYESETRIRFEDE L VNI BEOREELIHED 7
S/BEI—-RI25808H 5, YII7OIXY VISHBRMBENICRETZEh 5, R
EOEEICEETHD I EINTWS,

BEEREDHBEEEDEEGMNOSNTED, YNII7O0XFY VENUVIEREXNZILDE
MBI NTWS, #BREBEDETILE LTI, EF iPS fifghERIhTWS, Y17/ 0I
FYVERBORITICOEREEEZSNSD, EMNIPSHiflgTY 7 O0IFY VERBENICR
HURBIREERET. RRZHPRERGREDBERIFESNTLERL,

ZI T, AARTIE. e~ IPSHl@ZzRAWT, #EHREFEAETOVIIO0IFY VORI,
RIREBENTZ TR > e

ZOMRER. BRI ILY = VEEE LT GABA E8IE— 2 —OYADOMEBRR T, 25T 839 D
N4 70IFYrvaEERE U, BEULENYAI7O0IFY VD% < [SHRMIEO AR THRIRE
MNERU. MEEECEEXEEOKEZI OELRTFICEMBL T\, £ JV/INVEBDEF
—7HBITOHFER. NI V7OIFY YO 4 BN VI EOBEESMIICER T S &bhofc, H
ICI&. APBB1 > MED23 i3 &, MABEN SEERHEEANOEENRBINEYrI/0O0TFY
vEEFENT,

RE. HRREOBREDRXRIPS iz AWCEITE LU, EBSHECRESREG ERIORE O
B TORITHED TWD, HERTIE. TES5DOFRICOVTHERLIW,
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HERS 42

Z7v O RBRIZANOT7 + BEOABRRNEICE TS RNA-SeqT—F W1 >
kOYYFYYavoiks

K4 fREE—BR', BNER', BNER', Theofilos Tourtas?, Ursula Schldtzer-Schrehardt?,
Friedrich Kruse®, f&MH °, REIEM°, NREF '

FiE: ASHXEXER £HERZHER, “University of Erlangen-Nirnberg,
Department of Ophthalmology, * REFIZERKEXZER 7/ AERZE

25

7y ABENEREYZANO7 1 (FECD) & TAXABAOEEGMBEATNY v I ADLEICK
DAERENERLIEEIN. RAOBEEZ3|ESRIIEETH D, FECD OEGNR#HME LT, TCF4
BELFOrrhOVIERITS CTG RERS (M T7LYy MXILAFRYE—K, TNR) O&
BHEP. RNA 7A—HAICLKZRATSA VYV TEENREINTVWD, AAETIE. R T 54
VUUBREOD—RETHDZIZIhAYIUTYY 3y (R) IK3EBUL. RNA-Seq 7T—7ZHWT IR
% IAFEMNICIAE S 726, IRFinder ZER U, BBTDHER. FECD EEDABRNKE T 4 158
DEGFICEVWTEE 6 EFFOEER IR ARBOSNI, —H. BEETIE 2 BEDEGTICH
WTHE 5 EFFOBEER IR iERI N, HiIC. BEETERIC IR A’ERIN FN1 BT
i&. FECD B&FILEZ< R5N 3 guttae DERERTHIMRAAT KU Y I REEICEST S
EHTREEI NI, S IRZEBDLANRERADOAREZED DI & T, MR —7
v NDRRBICDOHHDZ ZELEAFIND,
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HERS 43

T3 7BHAHICET S EZBA I I RAFTFEDORF

K& 2RL— ', mEae ¥, ERTE
g« KBRAZEKFBTESR R, 2 KBRAF LB F B TTHE
SHERFME T 0OV T « PHERERF

C: =g

ZErZ VATV TN —LBARMORERICK > T, BBV Y 7ILOEFRRERFLICEE
BILFREBROBADARERE RSl ZNICED, BRFRRER. ZHEBER. BRERE W
SIcERBNRB T — Y BT ZIT S IO DERBMEIMOFREN RO SN TS, K, EHOHEB
VEDSBONKERMAI VAT —F 2RI 52 & T, Hf L TORNREPHEOY T 51
TOFEMBEFTEZRFETE 3 EMNBEFINTVNS,

KRARTIE. FYILIA—DILEBT 5 7BHIAH ERBEEEZ AW CEROERET TR
RIEWMOBE CHHEMBEZTOHAT I IV LZRAFK U . BE. AFETEEERL IO
TAZIVRT—9ZR/ABDELSETINTYXLDIRZT>TED ., I TRAFED MRS
BELILRICET 2EHICOVWTHRET .
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HERS 44

70— VRICEBNG T liEZFEI 2EE5RHT RUNX2 & BHLHE40 %R

K4 FelEs, N EEE, 1TREZE
g : KIRKZRZR EFRRIATR BIYE - RRFHE RRHEZ

25

RIEMBRE(BD) (3R E DIBMNBRIEZZE L. EREIEEBZRDRIKEETH D, IBD IFZD
FEARRGEER S RIBEBZENLBFARN S 7V O— VR EBEERXBRD _DDREBICKELL HES
hs,

FIBMIRZETRETARICEVWT I/ O—VRDOEE M EHHEZRY CD4 BIHEMEEMERTE T
HHA2(CD4" Te ZHRE L TV, AR TIE Z OMIEEEN /7 O— VR TEDLSICHFEIND
HNEBASHMCINL, JAO-—VRDOBEFMRENSHBEULEEEED T MRl LT
CITE-seq &> > )LEJL Multiome Z1T > fco TNIC K 2 T. 2D CD4™ Tru DFEIC RUNX2
& BHLHE40 E WS ZODEHEERFHEETH D I Ehbh ol E5IC, ILINSDEERTF
Zz THRICBRFEIRSESEIETID CD4+ T DRIBEZFEIT D EICHINULT
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HERS 145

NEDHFBMBEREBET 29 FA D= X LOHEHA

K&tk T, BEFR® thkEs
i : KIRAL AR EZARNEYZER, S ST 2

£E5:

NEF, OBHEY & R THRELIMER U

IERERERERZRT . NEZEUBHEHYT

FHERREE (PSM) EVMMEOBRANER

UTHEZES, AREDKRITHRICKD.

ANEDHETH B YNEDHEKE TIE.

PSM Q% ABEBMN =7 8 UK & LR THR

BHZ BEL TWe, NEDMEB#EI &

DERUIEEF D EIF. CORENREA

D—DOTHDEERTc. CDIEEDER & AR

BRFANZALIBWERICRRATH S D, KARTIE. VIR, ZT Y AyiRY, ¥
ANERE®D PSM #Ei#E%Z W T RNA-seq Z1TW4 D 7722 DALY A2 T PSM D& FH
REZLR U, YNYANEDH ss.(ss:{kEHA) 19, ss.45, $5.46~80 DREEREICHITT4TE
THRFAEZHR U, . PSM CAEIDEGTFRAELRZ 4 BTTW 7722 ALy OV
B8FEN3 PSM COEKREGTERE LT, ZOHRE. AORE ERKIREICHEEDH S PSM &
HIBEGFIE. YIANEN 58,19 DFAEERRET 10 1E,55.45 DEFIC 13 {E,55.46~80 DiFIC 13
BFEELce COFRTIINAED=DDRERMICHOIc> THIRI ZEGEFIE6DH ol 2D
A, EICHERET 2EEFIF4E. BICHEBT2EERFIF 2EEEL TWe, fFic. HICHEETS
BIZFOA 2 DOBGFH. YNANEDOREDETE EHICRBAEINMBET I ZERICH > fco U
MU, TIN5 6 DDBIEFD PSM TOEEEIITY VAP =T M) THEREICHREINTULERL,
SRIEET 6 DOBEGFD PSM TOHEHE & HEHHRRADESZRIEL TWE LY,

85



HEES 46

RFDKEBRENMMERIES / LZEREA I DA DX LOEK

K &R E R HBS, KB 0 8
g - ' RRERNAZAIRE T FHERE YRS

£E5:

WEAEICEVWT, KPZPDELAPRER. KBEEFICEXS TIIREETN D FHICHERER
EEFHNT D, REOBREBEIF. BFOIELY Iz xTrvIZLELTRESh. TREEL
TRURNEER TN S (Epigenetic Transgenerational Inheritance)s LA U. FBFDHKH
IEYIXTavIZIE. EUBDETOAAZXLNKRBERATHD., BFEBRERISERL
eTET /) LBRHDRETH .

BRI, BREICIDERRBZRELVLYVRAZHW., BEAEMBOMERAT—IEIC
ATAC-seq & b X b VEIERZIEETD CUT&Tag 1T o fco ZDIER. EBMRZ YV ADAFETF
i (RS) ICEWVWT, EEFENARIONF Y7 I EIE) T DETHRAES Nc. EBRZ
K& 7OV F VM. HBFZLANILTHER SN, H3K4me3 - H3K27me3 D EHE
(bivalent domains) &BART BEEEMENTRE I N, TS DBRIIHIALEICE W T, EZERBIK
FRICRIEROREZFIET 2T/ ABBNFET S ILZREL. BTFOBRRNIEY X7
1V IEHDBEAREICEC ZEEEZRET 5,
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HERS 47
BEixZEZFA L RRTI RNA-Seq I & 31 ROBHEBERT—I VT

K% 'BFBE NIEARLT, BEH
FilE | 'EABRFEFMRBUEN D FREER, B - BREERITREMFREEEYEEN A
R ERF

£
KERRZMARIT D52 T, RT—I VT (RERBED
E&K) FRDEORATY TTHD. RDRAT—IVJT
FEICHEBNBSEEERICRERT—IDNERIND,
UH L. FEEBRNBREIRE T 2 URITH > THEERA
HTREGCFRROENMZ/H S RIBWELHE
TW3, ZDfcth, MENFBICEDKRAT—IVIT
F. RERAT—VZRZEEIURENFELTWVWS,
BAEEENSH TR ECTFREANS#ZHRAT
37— V% (transcriptome-based staging) %
W32 &T £DBBNBRRAT—I VI HARETIF A
WHhEEZTWD, KRR TIEZDOBERELED=HIC. KRS RNA-Seq IC &K 51 ROHWRLEE
BORT—IV7%To2lce 1RXRBEIPEDERTHD., HRERBNEBICEREIT D2EMRARTH
D, ZOLBRARFEETH D, R 1 RXOBRREDAT—I VT3 EIC. BBVIFEERR
ZHEICEBINTVNDD, HREBBRBEBICDENTCHBONIPB TR ZHARLTDR
T=IVJEREETHD, I RF—IZRAELTIHSEZERAT—I DY > 7)L% RNA-Seq THEHT
I5— MR 7O0—F1 OEXEIEAARETH D, €I T, AARTIE, HMEOEIRS - /\o
ZAI—Tv M %Zi&{k RNA & Direct-TRI"E 51 75 U —ASE" Lasy-Seq" = fHT D 2 &
T, TEMEREEZELC CEIEEICHRZ I VI LI FU VI L, 5 165 > 7)LD RNA-
Seq KU EERER (R - WR) XML, Z20D%. RITEMEIRI S & T, HRER
FEDIEETHZ2HREMEET S UMAP ZEHEZEHL. VS RFI VUV TICEDRREDRT—Y
VI EfTofe. FDH. REDEGKREZARLULBRLUREETZTS & T, BREBREDER
FRBIAFIVAZWBENICHS M Uce I5IC. REROFENBRAT—I VI ELR - 5
BT 2IET, ZENLBRITEETHD 28CICH T 21 RBREDPENBRRERT—I VYT
EBIGFHRIRT M T X ZEB LT, IZ T, BERIERHTH S 33 CTHLRKDOETZERL T
B, EBBITHSEZ TS, HERBEBLICK D1 ROBREBBEANDHFEICDOWTHER
L7zby,
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EEES 148
F /R =3 EBWEEEY mRNA OBRRNEE &5 - BROKEER

K4 @ 1L SKER 2 lonu Halim 2, FRgT %, BE A%, HH AT, BiF F°, ik
%2

FRRE ' RBRAZMENRIARFAMBNA A A Y T AT 1« 7 AV 5 —, *BEEHRFRTIAS
R RZ S imB AR AR R/ N1 A1 T A58

BE . BRNGERE - RT7714207 - RUTZTZIUEE L. mRNA 23 - BiRRIE. EE
BREGTFHRRFEBETH D, TS OBEREBREICEARLTWS, LHUL. ZOEMLHEEE
FO@BTIEHRETH D, RECFBELENZVWOLIRKRTH S, £ THA L, GBEESFLE
ERLORY Y —LADEFERICSH /R cDNA-PCR-seq #fidEabtE 3 & YO0 XF+XF+
EEHROBEREFLHMANL AFKHFICEITE mMRNA TEHCERMEZ, MRNA 7Y 7+
— LB THMICEIT U, 251, BELRT—7 0, mRNA ORHEEHE. #REEzEH+E
b3 E&T BRNEE E mRNA 2 - BIRROBESWEFTZTV. MRNAZ MY 7 A —LDF
ERRY. 7MYV 74— LBTOREES S UCHRWEOEZ A CHIHRFOBBEZBIE L.

ZDER.MRNA 71 74— LB TRERES L CFRWENIRE BRI EGCFEZLHHERT
B2 EICHRIILTWS, 5, ZOEDREIC mMRNA OZREBENELZ Z EE2RET DH
BHMRBZRITWD, AENRIE. BRNEE CGERAEOEMLCHEEERORRICKWICER
I5HDTH D,

Alternative

Alternative splicing _
. Alternative
transcription v/ —1—i /a

polyadenylation
initiation

AmAN o ZEE/SmRNAT A V7 4 —L
. o SRS Uz R 25 L
= o EHEZTmRNASY R « FHER

R 5B AB R E
RV — LGy EE , MRNAT A Y 7 F— L HNLTD
X HEM LTRGBS, ) LT RTF—X
7/ 7R 7 cDNA-PCR-seq
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SEEES 49
Ty o 2AEARYZ ROT ¢ DEFILIY RICH 3 RNA-Seq T

K% : FAEE', BNER ', FRE WEE—° ZEAE? RHehH°, KLKE " R
EA® INREF'

FIE | | ERA AR AR ERENPHELSY, (AEHASAEER ERENSHENY, ° 77
F 1751 RS, KIRAS BEMBIRA, S KRASAZR:  EEHEH

25

7y ABENEREYZANO7 1« (FECD) REREBEAOMBEATNYYIRX (ECM) OLELA
BAREEZEICLDEAETEEU ZHEETH D, FECD BEEDE L TlE TCF4 DIEEIREZA D
CTG RS (triplet nucleotide repeat, TNR) OEEMBRZRHDH, ED K S ICEEICE
EUTVWBNCDWTIRFTHRLZ W, KIAFTIE CRISPR/Cas9 Y AT LZBWT. Tef4 i
ctgVE—hZEmZLILICTIOOE/ v o104y (K) ULIBEFHREY T RAZEREL. RNA-Seq
BRITIC K DBEEFRBADEEERFT Ufco WTY TR EKIXTRICEWT, ERAHATEE—
Yy ZICEWTERDIEGFRIR/NG —V ZR DT, 3,273 ADBEIGFDOHKIREE ZFRH. GO
fRITY° Reactome BiFIRED TV U v F A Y MNEITTIE FECD DOERRMNF#T3H S ECM (T
BET 27 FILOBELNRENTco KPR THERUILETILNIRIE, Tef4DY E— MaRD
FECD ZRIES B2 DRERICERT®H %,
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EEES 1 50
£ b7/ LIRE T ZBEERE ORI EITR

K& rR—g e
FiE:  RBMAEEEMRR bt NEYZEREMRNLS, “BLEMRA £HEREMRtEY Y —
B —IFOM DAY/ XU ZBERRF— L

TE
bR LESIOBESENS 20 ELENEALE Leh, SBEFOLI VY Y —1s & OMEINE
B, BAFERIC L > TRERSICRAZINTVE Ao AR T, BEFEESELT
Y\ H— e FRICAETE 31E0 RNA ¥— 4 T ZEMERREL. £ MEBEIRL <
18— 3% 500 O - EBICEALE Ulc, CORR. BT OBEEFREBERTHOI VI
Y —RRBEHICAELE U, BRICEET Y/ LAEREOHANRIFICED., FlcH
SN OEE EHR L E T,
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HEES 5]

HXETA MAATOVAINARREICEITDI VA OXAOVAIALYS / LFT

K& BEON, EHTE® ke T ' BHEN, FEER’
FilE ' AhBERFEFHMERRE N\RH, ° EXRPEMRR RRET / LAETHREY S
—, ‘BHENKFEFPEZE NEH

£E5:

SRV A M AAOVAIINRAREIE (cCCMV) IREEEELCHIRERESZ5| SR T (FEEKE
cCMV), fEEME cCMV IZRULTImIAILRAE/NNILA Y 7 aEILIC K BRaEN TONS D, A
BWRICHETDIVAINARFERANZENT. BEFICE TS CMV O£/ LR ZITo T
R ILEES 24 FEHIT. RORISHEEI N CMV O25/ L©fBifE KMo, BERT 24 4
ERER 16 Al 5t iz CMVDNA % REPLI-g Cell WGA & WTA Kit ZFBWTEY / A
1Big%. TruSeq DNA PCR Free Kit ©Z41 72 U{ER L NovaSeq system TRF7Z IV K,
150bp THIEE LTz, HIZY — K& 4Gb/sample & Uz, Mapping coverage ¥ Read Number
l& REPLI-g #® CMVDNA O£ PCR @ OB —# & @ WHEED # 5 7z Mapping coverage
95% U L& o U fe 9 IRIFICH W TBIIR DERPFRARAERR CMV 7/ AT & RIFBIRRETZ1T > feo
RERICK T2 EAMEZTRIRE S NEDN > e,
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HERS 1 52

ROABFERBICS TS5 S FOHBEERA

K& 8RR Wb, KRB, KB BB, Bl RBE®, 8 Al
il RRERKE, CHA A, LK

]

=
TIVEFERBRERETDIRTIISIF. REBRIVOAVF VBEDOHIHICEETH S, %7
=+ LADs (Lamina associated domains) &MEENZZEEDO Y O F U 5EHE#EMH U,
BETFORBRZEICAICHIEHT 5, LADs D% < & H3K9me2/3 &tz %, —AT. f&F
R DRIRERME TH 2B FEEHOKIERLTIE H3KOme2/3 KMEELRW, ZDsd. KiE
BBESo Iy OXFUiEE L ETTFRRIEIK T I FICLZFHZ2z LD ZFZ2EEZISND, U
MU, BTFERBIICEIT 2% 7 I FOBEIFBESHICEINTVERWL, AARTIE. LaminB1 &
BTFERIRNENG TSIV THS Lamin B3 [T BHEAV: CUT&Tag Ik D EFERE
HIICH T2 LADs ORE EHEEEDBITZTofco o Lamin B3 ZRIEI YV A ZEH
L. RNA-seq & ATAC-seq ZiT5Z & T, ZONFUBEVLELGTFRIRICETS Lamin B3
DHEREZ S MM LT,
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BEES 153
R-Shiny ZFB W1 > ¥ 59 7« 771% scRNA-seq T —4% f&#fr

K% : KBFEE', Wang Ziyi >, KEBF? KBEERZ? ZAEE'
FTE ' AIUKE2MIAER EEEPE 175y NEBARRESE, MU KEREMNER
EREFE 2TFEECFEDLEF

£E5:

RE, MEOMEZ 1 HIELNILTEETS o /Ilell\r A0V —; BifiHEREL, 2F
EMERARICEVWTHAEADFEE R > TWS, FFC, single cell RNA-seq (scRNA-seq) ## 4 1d,
HHRER DRI — DR P MUEEOMEZRIRETH D, EWIBFTHLGMEZRMHEL
W3, LHL, HEEBNAAA D TART A2 v YDOREHETDRNKILR Y T ER>TL
%, FITERIERZ, 7OV LAA—REEHNTINA ALY T AT« U ABIADEIRER T T T
1Y IR—ADREDOEEERZAMH . BEEMICIE, R & Shiny ZEBWT, 1) GEO 77— ~RX—2X
hoDTF—FF o rO—KE@EFE%1T5“Downloader”, 2) Cell Ranger ZRAWz 1 REfFTE
velocity & d fz 8 M “Mapping”, 3) Seurat % UL fc —fRIIZRBRAT & b 1R B HE E AR .

Ligand Receptor f##f % 1T 5 “Explorer”, 4) Gene set enrichment analysis ¥ Over-
representation analysis D AIEER“Enrichment™® 4 DDA Ty 7= 0257 1 v I R—Z{LL
fc.
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HERS 54

EARBHIIHEMICEET S CD81 B ELFHIEYE T HEEEMEES

K& SEREA, M\EhHS |, SHEH ", RERES, LENEE
Mg - RAEEMIAYEXWRNEES, " REBAPERNIERNER, * A EERIIAE
ESFRZRING - BERER S

£E5:
EE  REHIENE B 5K (ultraviolet-B, UVB) IcRET 3 &, SFEMECULFIEME T M
(regulatory T cell, Treg) HEIRMICTEINT 5, UVB BRETTIEIMUL - Treg I&. 7OV T 7
7 ')~ (proenkephalin, PENK) 7> 7« L% > (amphiregulin, AREG) DE4£ICELDE
BARZRESEIN,. TENSZRKKRIDIERED Treg Y7y MIFRHATH D, AHAFTIE.
K& Treg @ bulk RNA-seq 7—% (Shime H et al. PNAS 2020) f#trDfEEM S, UVB B
FHUKRBOD Treg (&, BER T #ild (Tconv) ICEERT CD81 Bz FOEENEWI EZREH
Ufco —AT. scRNA-seq 7—% DM S, IEERE (UVB KER5) ICH CD81+Treg H7
Ty MOVEEL. Fh5id PENK, AREG. & 5ICIEEMEILY —H—PEEEDFOHIEICEb S
BRERFOELGTFERELANILDNEVW Ehbh o7, UVB BEHT K DIBIMUL = CD81+Treg &
IEERED CD81+Treg L AKDFHZHIFL DD, REMHIDTFTHS CTLA-4 ZHiaRME
ICECERBELTWe, Ll &S, CD81 IFREDEM(L Treg 7Y hDY—H—TH
3EEZSNf, £, in vitro 8L W in vivo TD CD81 HiidE AW @rick b, CD81 (&
UVB BREHC K2 HED Treg #EINICBAS5T % Z ENRE I,
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HEES 1 55

FoundationOnee Liquid CDx ZMficE I FENEABBENENUL LR
EGFR L858R £ EGMEBREABRERMOZIHUI—I IV A ICLD7O7 71
fRER

K& AISER ', TR ®, JEEHIE |, AEAH |, ILABZ ', M /8 IEEKIE
REFEL ' RHFRN®, BLANGRK'

g ©  KERAZRZBEZ RARRSREHIENRIPEE CBRBERE)
PRIRKFMEMRER BREXY T/ LARSEH

P RIRKZEREBRES RARHA R RBREZ SRR P B LR AR

ZE: [BEREEBMN] DAY /L7077 71 IIMREICKL ZREEIEREIL 20%55 EEV—7.

BEENZEENMRESNBRICEFRERNPFTE S, KL E. GREABERRICHT 2154
B T #ICHETT U 7z FoundatioOne® Liquid CDx [c&W T, FENREMETEZ<HREIND
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« Verify Every Dispense Run - Quality Control Droplet
Detection Stationh%FDFEAE & & T B RTENHE
RipFINchzBHLEFT
» Know the Status of Your Dispense - LED Status Bar
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longlight

Non-contact focused
ultrasonication system

BoFU-1600

® Samples preparation of genomics and
proteomics

® Genome fragmentation in NGS

® Cell and tissue disruption for genome

or protein extraction
g BoFU-60

Model Sample Position Power Throughput
BoFU-60 1 samples/batch 60W Low throughput
BoFU-100 1 samples/batch 100W Low throughput
BoFU-1600 16 samples/batch 100w Medium throughput

Contact info:
: +86-755-8672 7654

: marketing@longlightech.com

: https://en.longlightech.com/

: No. 202, Block B, Nanfeng Building, Nanshan Yungu Innovation
Industrlal Park, No.4093,Liuxian Avenue,Nanshan District, Shenzhen
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Fresh tissue Automated tissue Multi-omic library  Bioinformatics
preservation dissociation preparation
 Tissue * Walk—aV\{ay e Gentle and robust ¢ Code-free data
preservation buffer automation _ * Instrument-free or analysis
« Maintains viability * Up e 8 samples in automated  Curated clinical
for up to 72 hours 1? TAEE « Single cell/ nuclei database
° H.|gh. }"e|d and analysis « Advanced
V|ap|llty _ » Wide selection of bioinformatics
* Validated in'300+ multi-omic solutions  services available

tissue types

Questions?

Our team of single cell experts
is happy to assist you.

Singleron Biotechnologies +65 6990 5987
https:/isingleron.bio sales.sg@singleron.bio
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Why nanopore sequencing for cancer research?

New dimensions of cancer biology with
full-length transcripts from single cells

Resolve complex tumour microenvironments
See full-length immune receptor and neoantigen sequences in one read
Reveal RNA splicing diversity and isoform expression in cancer development

Decipher cancer heterogeneity at single-cell and spatial resolution Find out more

Anything = Anyone - Anywhere

Oxford

P visit - nanoporetech.com  follow - @nanopore
NAN O O R E Oxford Nanopore Technologies and the Wheel icon are registered trademarks of Oxford Nanopore Technologies plcin

Technologies various countries. © Oxford Nanopore Technologies plc. All rights reserved. Oxford Nanopore Technologies products
are notintended for use for health assessment or to diagnose, treat, mitigate, cure, or prevent any disease or condition.






Ngvogene ‘ Advancing Genomics,

JRU—y Improving Life

ERNGSEFIrH RS TR

RiATREY—EX:

2T/ LO—=TIR

(90Gb4H>7ILH LLIE360GhiEY)

&
L=29= 2R
(375Gb)
75wk 7x—L:NovaSeq X Plus
CXE=E1E] Yo TEEAE

cFrIR—VAOTO—tLEy RE BT

*
F 3
= e<d y — - & — L _:.
EETMEH 11&&5 DEDNLRAE=R =R 1
X L—>o— RFT7O0—)LEBEAM (8L —) TEHINDT=OHEZL— 2% T EBEDHDIFA(ZIITENZTEL
HEIIRE LA A CERHRENCIVET GRERIEEHERTIZSTVLEEA)

BARIROEBTATLIXEICHE | (KRICEDEISICHMES I ETHETY)

TIIr—=3> BinBE Mg
4Gb/13M 22,160/

BEREYIMRNA-Seq DNBSEQ-T7 150PE/Strand &4k 6Gb/20M 24,720/
9Gb/30M 28,560

4Gb/13M 26,100/

BEiZ4EYIMRNA-Seq NovaSeq X Plus 150PE/Strandf#tff  6Gb/20M 28,500M
9Gb/30M 32,1008

;f’;"g .' )—s,—#rs,z  NovaSeq X Plus 150PE(1Gb i) 1Gb so0ch iggggg

R RIEEER F 20k (Bi516,500) &7 — 5RANE R #i514,900~) iEL T,

JRI=A Rt

& jp.novogene.com X amea-jk-sales@novogene.com

in NovogeneAIT f NovogeneAMEA X NovogeneJapan

@ T103-0025

SRSl REREDRKE AAEE ISR T 10F SR E3IE ML TR

© 2011-2024 Novogene Co., Ltd. All Rights Reserved
BIRCHERIEFEREBINZHZEDBDFTFHMICOVTIE /RO -V DIEBYBEICEHVEDELIETEL,



SEQuoia (1 7) ¥ —Xl&k 74 TZ2—{I& cDNA
AT TEHD 5L BEICHRHTh: 959 RBETU éﬁﬁ@ﬁﬁé&&ﬁ%%@t?% SEszme %@Fﬁ L/TC\
EEETET T 5. SEQzyme 0 Docker A5 F® lllumina 75w h 7+ —LFARNA-Seq 5 1 75 ALY TY,

il \raeey 7 EREL DVENRT Y TTRT T BBHT—7 7A—&,

G

BINA T ATEWF v TF v EHNRFRTT,

SEQuoia Complete SEQuoia Express

gtra“f('?td RNA Library Stranded RNA Library

rep K Prep Kit
EE~RERNAZ—EICEEDHTIATTY DN F1—7. 3EHTO M I—LOTRE
{LATEE T, MEY >~ 7 IV FFPE ICHIST % SA4T7ZVREEFY b
BHRES A TS UARF Y b
SEQuoia Dual Indexed SEQuoia
Primers RiboDepletion Kit
121848 (F1—7) rai396#@E (FL—H) EHIF RNA DIRFFICEN. IVLFTLY IR
T#—v FORIVF Ly 7 ZF Dual MBI &Y DR MR AR RR L - 547
Indexed 751/~ — Z 1) 5 RNA BREF Y b

SEQuoia RNA-Seq 514 75 UiASt v  FIEIBBAREF v o N—2

87 8BRS~ — &~ 7 O—HMFETED SEQuoia Express Stranded RNA Library Prep Kit, 24 Kt

zEEEAICREY 60%OFF oiRlis c it LE g,
F v R—EHHIE. bio-rad.com/SEQuoiaCP-jp. F/zldBED QR I— Fh5F v+ oR—>
KR A A CELIEEL,

FERBIIMRATHY . ZEERITETHBVRITE A,

NAE -5y E SRS bU—Z ek

mktop_jp@bio-rad.com | bio-rad.com/NGS

Z13698L 2405a


https://info.bio-rad.com/SEQuoiaCP-jp?WT.mc_id=240522042252

NS 12(E2004F DRI LIRS D TETAR R BAEMTFEDHN
BOREREEN. T IV NS ADVTRIIR, TOTAZHDA XK
O RAREDNEL WVAFTREE(CENE ZFEARAT Y —E A FT A SR,
BIZHER . NAAACTARTAIRYI NI IV 2 TIREVWZLUET .
BREDPERBVEDEEIE5: biosupport@filgen.jp

% NGS EXP02024 }E/j_ii’f\/j“yj’ f
v

TTUTHRERYIRIIY

WRAYI~ITY

WRAYI~ITY

v BRI ZN D AIRIET
FEERIC

v HREOBEN Y )T—23>
PEERTROM

4 NHF—-HDBEREMTE
EEICEBT NI AVERK

v EEOEW\WA-TVY-2R
W — )L B CARAT

/ DNA.RNA, X9 ) NRE
N Ey e A

4 0>%41)—RRNA-Seq.
IEET I EWDscRNA-

v NS ROUT =LA, TOF
A=L RAO7 LA (S IE

v FHIRZBARAT. GORRAT.
JCROTA BT, GSEARE
BRA AR BT HE

/ PREOLTRITERD
SR

[ &1 2

AF S

RealSeq

=%

V4 BRZENT . M) TUE
T

\/ HRFIAXBIgERTO NI
([CEDRR A BRY > TV

v TANI—-2BETHAEIN
Y REPATAICEDBRIR )%
&/JME

v IAZN=TYRRS 2Tl
DNA/NIVFAZY) Xt %
eSS

\/‘ 1Z1Y DNA %815 _EDSNV/
Indel/CNV. fARERESY>
I\BEE—EIET

V4 MBICERETTED DRI L
JERIL

v MBOE—T7HTI—-ED
BIRMEIA 5 -2k

\/ Bt R EEIER/NA T AND
SRERMIRNAIEE

v HhRe., fERmRT> Il
TRIAREREBRS > T



RO TILEILTH./O09—
Primary Template-directed Amplification (PTA)
RifZFIAULCE—TIEEREOEVLWES/ LIETE

ResolveDNA®
T EIVES/LBIEFY S

| Y0 ILEILDSIKIVIB Y TIVDRET
FILAhINLyIhEBsNET

| 7LILOROYT 7S RPN 7 AD
BEOSY/LAEEEE B UTEULEVWTT

| —RFY I —NSEMEIEIEIC KD,
97% U EDU—RBE RS/ LICTYEYTIENET

| bFHB0FD/NY XTI LTRIEAIHESGET —————
HN\LyIETOv U,
)>>SNMCNV®$DEEH¥E%Et5b\
MDA — P IFE IR ITDACEICEIIBET

ResolveOME™
— I EIVEST /LS VAU T M=LEBEFYES —

MRS BN 5Y—r VYV ISATSUET,
—BTHANAETY
—DOEIN 5L/ LE

2EMRNARSYZIYUTR—L ResolveDNA&EBIUmMED
SAISUDIBETEET 5 /LBEIN D+ —IYVAZRULET

o »

SNV, Indel, CNV, ¥/ LiEi&
ONA/GDNA k. REBE(L. RTS51Y
pyres VOIRUP VN, EETHEEE
DS ENH D WA KEEH H
T AENEY YY)t
DEEEICIEDE T

\_ NG FHLULHRIERE
ResolveOME U—4 70— TE5Hh5 b

- — INAFAHEYY1—23VER TEL: 03-3816-0851
T74ALT7vy 7T\ &1l EREXRENE/I1-3-25 W EIxECL2F Mail: reagents@primetech.co.jp CE N%§|l§£yb




VEEReEER JAANN]

&R EiTer—ER

2 7ILEILRNA-Seq
10X GENOM'CSH: Single Cell Gene Expression Flex
RO =R LT, MlgMOREEYY YTV

INAT7A%EEL, BELXDOMIEDODERRZIRZ2EVWE LD IEREICIEZ S &
N TEZBITTY,

MDD EYRE DR, REMRTAREIRLEWAREE TCOIRENRAE
nEd, EE:-BEYYZI FFPENS B YV ILEILERITOEEGTF
FHKIBT7 v A DS age | |

SWHREYE Ekh-YDUR
SEMTVTIV BRISHREE. REHEME. FFPEVIR. EE{LHAE
SEEHfL AIRIRBEf
{EEY—2 I — | NovaSegX Plus Tlane (10BZ7O—+JL)

XA ODYEE L WAEH (HRRR) TE5EN'H B 16, FRIICHT BRIVEDEZE L,
KIRTHFERDOEERMERIC TRBERL XY,

in situ [ R

Xenium in situ B
10X GENOMICS# M Xenium in situlc & D . Y15 D EDHEEL NIV T
EDLSBELFHIEREL TWBONERAEETT,

TREYE Eh-TYR
YR ZRD [ F e XeniumEBRX S 1 K
e S y

S Al (IncubationEx T T LIcH D)
XFERAB X - FifR e
{EREER Xenium Analyzer

CosMx SMI &t

NanostringttCosMx SMI(Spatial Molecular Imager)(&.
FFPE& L Ui E (FF) RtIFZRAWT, §—T v hER3
YNV EVLEGFZARL - EET DI EHTARETT,
MREYTE Ek-Y9X
s . YRZERDMHIFRRAZAR

Stk (IncubationE T T LB D)
My > 7L FEPEARML. $faEER, AL/ 1 RSB

(EFAtER CosMx SMI

Humanizing Genomics

ftik. BRGEMMiE. X540 ROEERRIC
LT, BHREES L IE.
ngs@macrogen-japan.co.jp
FTEEVWEDELIEE L,

macrogen #XAHTI/OVIY - IvY

JAPAN &it-» ) ntvs—:
T135-0064 SRRl IERSHE 2-4-32 ¥4 L 24 EJL 16F
TEL:03(5962)1124 ) FAX:03(5962)1128
A IR—yavEIH—:
T103-0004 ERHBHRREEAAE 2-1-5 REAEEY NSILTLA R F
TEL:03(5829)6058 ()  FAX:03(5829)6048
REREEERR
T600-8099 REFMFREH FRRALEFESNRALHEI331 ¥4/ 1\AVI7 4F

TEL:03(5962)1124(#4tE#E) FAX:03(5962)1128 \



EXNYINEHRERS SFEDTIr7O0ENY
SmartCheck XLS+/PL+

XbZ—bLF LAIZ2D
RA7BEANY MEZTDMEZTRNMLET

BENERD TR EXybravbO—3—
NanoRep SP+/SP
YRATFIIViEEVEEKM FroAN—U1E8HR Yqmhs0d

LAZNEERY MTNZ
. . - . . . Fu A H—ER ESICERICETS
» greenerpipeting.com > mI.comljp-campalgn »mt.com/jp-ramln-cululog V1= avERHELTVET,

AFS—FLFXE LAV FES
T110-0008 RREEBE R M 2 152-9-7 Mz imHIEE)V1F
TEL: 03-5815-5515 | www.mt.com/rainin | Support.jp@mt.com



re\,‘\ﬂty =stablish or
expand your

genomics
facilities.

o /7Lt RewityONGSEHLES L O/ S VRV =0 T H—
ol Ya—>3vid. SROMREELSE, ——X
DI TSI L £ 9,

HYTNDERESFAE—2 3>
- I2ER T

- RERTEE

« T4 75 —aiED B
T4 -DRmEERE

chemagic” BB

For more information
ML ET o v/t
www.revvity.co.jp/contact-us

AEGISHATRATY
FWTICIE TRV ITEE A

Nivo" YILFE—RFL—FU—4—

Scan me

FontusNGS 7—2U X 57— 3>
NEXTFLEX" S+ 75 —5F&*x v k

LabChip™ GX Touch™ HT#

Copyright ©2024, Revvity, Inc. All rights reserved. For a complete listing of our global offices, visit www.revvity.com 1500750_JP



[S20)0enE]l [O9AYS2D] [SATSU—FH]
NS00 ZEMB(CHBELX T I

mHiRRIE>ETUWDE [S 2DV iFERE X.SIGHTSU—X |

B5ERHR CHER UDE T DIsD,
HREADS A —HDRWS D) L)L DFERETY .
- BEEEFZF A U E THIIRSY X —= /)
- 96 T )LERIR2~37)
- PCRF 21— T OHNMCIEME(C 53 E DT BE

- DER+Y -0y MO )L ZEREERR L. '/ D
O—F U« Z2ETRL

mE/NDEESHL [FHEMENFRE I.DOTSU—X|
RE CHEE FRCERCHTTZNEEBETT,

- 933 EEEE 8nL~80uL

- —E(CHRKIEDHEZ[E AT EE

- dead volume <1pL (H20)

- Buffer. ZUt0—)L50%. DMSOH5EA]EE
- =R : 38491)) 20#2. 153691), 807

nRLEFIALERERE [JL—h9AwYS v — C.WASHI

LN ZEFB U TREDBREZITD. FTUWEERD
TL—hIAYIv¥—TTY,
- 1[EDikETHRIR= <0.1pL
- FREALEE (RF &)
- 96. 384 TILADEEAHE
- A DDA EIRF (C{E BT BE

2N
KFIEHRAH AT+ DI - SHRUREED)L—T M MITO KOGYO

HERESBTFREXEHEILEYBI6EM  mail: med_lab@mitokogyo.co.jp Supplier of industrial products






< “KAPABIOSYSTEMS

=i
30/ EEEARREF v R—

~98308 (B) ¥HZENET

WMFULDNAETHSAISU—FAROK
DNA54'7'5U—§E|§«%=F“J ~

% KAPA EvoPlus V2 Kit

1. MEDNAXG. 542735 U—INEUP!

KAPA EvoT4 DNA U A—TEDBAICKD, &/N0.1 ngh S, - e
BIEDS A TSU—FRAFIECEDF U, z
2. 750X TF—2 a3V kEEDELE = %
Wi 1L > T EDNABDRRICK ST, KAPA EvoPlus V2 Kit

BEHDA VT — b TA AEENET,

3. ECTHEADEES A ISV —HR !

1 F2—TJCRISDMTA DREEE

SA TS —FAREBEICITULEWVLWAICH A A X
COERICEOBHLLIEETW !

Cat.No. RGER i 8 (Bt %) J5 R i 1%

KAPA EvoPlus V2 Kit
09 420 037 001  (KAPA Library Amp Primer Mix ~ 24&Jtn ~ ¥18000 ¥82,600
/ KK2623 )

KAPA EvoPlus V2 Kit

09 420 053 001  (KAPA Library Amp Primer Mix ~ 96itn ~ ¥398,000 ¥278,600
/KK2623 1)

BW@RAHYOY
FZBEH5
PCR-free
09 420 045 001  KAPA EvoPlus V2 Kit 2405 ¥112,000  ¥78,400
09 420 304 001  KAPA EvoPlus V2 Kit 96RIL  ¥380,000 ¥266,000

/A/ NIPPON GENETICS



£RERFE TS PHHOEREYVIES - .
S| ®AIRR{T B5Y <EHEHEOTER>

ﬁ A\ W/ 12,5303 G5 2, 3003+ 5110%) mES (5T 30,3601
WEES (BT +E7 79,640M

| F8EIFIT B5H f7+WEBKR W&EHS (BT))+WEBHR (BF) 35,640/

> 1 616073 (A4 5,600 +B¢10%) WEE S (BT) +HETI+WEBKR (BT 84,920/

KERRMEIE IS 1 0%AH T

RVICHD D TR

FEEEREE | Z il R LA TE !

- Al-=2alb=—Y3vicEd

20245 | FHPRFERIIAIEED ?

185 | SERERES - REORAED AN X LERS
\LIARG—ER /1

e | TNFAZHIR F—sBBBROZEME

Vol.4l | DA, Bib. £EFBER RMOAZIIABZETHRD
No.15 ENRE L fRRERRRA

RE B/Mw
EREF5IR ERES5IR
RBRTILUD5hHD HTHLEHTES

VI NEIRARRT*AH

327 )L JLRNA-SeqD F BRI H S BT DI,
EROBRIEE THMICE D EE TFR/— MR

NGSTRi‘ > 7
=703

AYERIDNARNA 7O F>,

REXKt, B 5,
#wA BR

W Ef# 7,920 (A4 7,200 +%{10%) W B5¥] M323E
I ISBN 978-4-7581-2270-2

NLERSE, gk 1B BHRE/ R
W A 6,600F3 ({4 6,000/3+%10%) |
WBS¥ M 267H #Tl
B ISBN 978-4-7581-2271-9

V7L OMRE
FERFIHOFA > T, EE B OE 5 BB &8
Y 7IVHE, Seurat, W i 7,700F (At 7,000/3+8:10%)
ScanpyZz& WBSH W441H S
I ISBN 978-4-7581-2272-6
R 7 b0 b oo oo ___
23— R, | RERERIMR
CASERQL TR 31T E e . IELWERZ2EB3T-0H0D
EFORNERIELT L AR=II &
HING S % D1 7> .-
Btz | {5
. RERTFAM
1 BREOBMICH > T EEMEEDRIR S IRER.
: EERITT7O—DEHIIT
1
1
1
1
1

SEERREF R

29/Lh

KRREFRIM REBORTYTUPY)—X

EREASI A

A5—hPyTREHAK IY—1

TR BRO—HZ DR Python, RTEELT&IZ <,
KHDBEGEERDFEREFEEY X FH

wR B/RE

I 7Efffi 8,580F3 (A4 7,800F9+#410%)
W B5¥ W 2448
I ISBN 978-4-7581-2261-0

HE T/
B AT 7,920F3 (A 7,200F3+#10%)

W B5¥ W 2685
M ISBN 978-4-7581-2266-5

1

1

1

1

1

:

1
BEMEBOREE BNICA 1RO, | N = g =
F— SHRIR E ISFRIE O ! E'K*ﬂailﬁ*ﬁ

1

1

1

1

1

1

1

1

1

2 @¥ T101-0052 FZERBFRAEXRME/VIET2-5-1 TEL 03(5282)1211 FAX 03(5282)1212
_ :I:*i E-mail : eigyo@yodosha.co.jp
T "YODOSHA URL : www.yodosha.co.jp CENMIFRETD DEE, FlelFIEEEEE T







BERY LTI, BLOH TN THRRICS TS ) —AN
{E#5 L R4ED NEBNext® TRitX> -4 > X

NEB® |3 13 EU LICE > TR -4 Y ZBESA TS —ARDEEr £ v hERELEITTVET,

ISICHEBRLNBY Y TILHSBEEN OEEICEREL S IS —2RAUTIZIRMET7—or70—%

BRELTHED. 5TIE29,000 UL OBEFMIHICHKAINTULET,

e NEBNext Ultra Il DNA kits : 4/ sl 5 3 A PCR7 > 1) O3> % ChIP-DNA. FFPE-DNA |3, BTH 188
&

e NEBNext Ultra Il RNAkits : E + - YO XFHEBA. TOMRLBREND LSV XT ) T kb — LEHH
AIEE. RIN <2 D73 RNA ICHX G RZEL/NFT7RAFT v FHiRM

e NEBNext kits for Special : IO F VA ILRADEYT / L. XFO—LBHPY270ON1F— 14
Application fEAT. Small RNA Bt Z L /N k 7R & FFR 7R BT I XIS

o NEBNext Index Primers : &KX 480 L w2 XHEJgE. > FILEUCIE L TEE G CBEA

www.neh.com/re/NEBNEXT

Za— MV ISYR cN1FSEK - e nokRet
NEW ENGLAND T 130-0022 HERHEBHKIHEIE 2-2-3 AZFEILE?2
HRZI—H—E X TEL:03-4545-1421  FAX : 03-5669-6194

°
Bl 0 l ab S ® FUZHINYR—+ TEL:03-4545-1420  Email : tech.jp@neb.com
YEARS 771~ D www.neb.com 202406_NEBNext_AD_4c-V1.0-0/00



FASMAC pnyreicsiv

RAISING% : BN RELEMEREDEBMAEICEYBRFKLT-. N EDNADHEALLEDREF &

Rapid Amplification of Integration Site without INterference by Genomic DNA contamination

RANF / L~BASHT-4} 3 DNA O Transgene specific primer
BIBERETHODHETT, RAD ARDNAREMB T 517 —
BAGEAEMEELTHRIEIRTT, | e
DAIVRYT ) L [ ROZ—FABELP

RMEBECTFORE. EROFELLEL.

SRS - BE - SRE - BEaR OB E 3' KiFIcPolynucleotideZ {440
EHLTWFET, BHWOI—57YMIEoT,

NGS TS5 Yo H——H5 DV RTS50% ARDNABEME TS AT —

CER=1L R ETHTH—mAMUEATTS
== = A —CTZAEDNAZ ER

Transgene Host genome

sSDNA I

RAIQ)

\ ﬁg*ﬁ-ij NGST3 & CHIAW =12 CIBE DG

Chromosome mapping of transgene integration sites [a] Proportion of count [b]
relative to total reads (%)

[a] BIATY ELTENEEEREOHMEONT, Y- FEAZVIRICERXIMFERTLTVET,
[b] BEBIZOVT, IV EVTEhizY— FEPLEICEHIEEERLTVET,

LA ILRICERS L= Rt E#Ra % 5t 8 & LTI=RAISINGRHT, Y1 IIL ABRMNE TS5/ I—CHRMES AL,
RURS—5 oY —THRITTHET. BRI DFBALRBKICRH QEBAZARIET I ENTEETT,

sEBEY-sEVvabeircss » [JEI) ngs@fasmac.co.jp

T243-0021 ARINIREARTEE3088 7—A—EILABARE
BB I7ATVY N(AHRXBEER RER 7o ABFITN—T




MHEEB(EE MREFHRSE] &UT
ZNH 56, TRBHFOMREZAHEITIY

7 nz=u thRIB(L

RIKA

A £ T101-0044 HREPFHEHXIEHAM1-8-6 MHEAKSEIL
TEL:03-5256-1811 FAX:03-5256-1818

AL M@ X & TEL:011-208-2822 # R 3 & TEL:045-501-5881
il & %X & TEL:022-217-7037 ¥ OIX X & TEL:0463-37-4711
D<K (% /& TEL:029-836-6611 B JR < & TEL:0466-54-0300
FH# =X JE TEL:028-610-3722 = B X J& TEL:055-975-0975
B/ £ X & TEL:049-245-7831 B & X & TEL:054-644-5551
T+ ¥ X J& TEL:043-290-4055 % & B X J& TEL:052-249-8350
J\ £ F X% & TEL:042-642-0570 KX B 3 J& TEL:06-6136-1255
INE H X E TEL:0422-39-5441 = < & TEL:0827-21-6701
# B X 5 TEL:045-983-0491




F%I:II:I

7T_75"|’."J

HPhYIINF—5
BE7IER!

F—J—R®D FTED
&biAFHH M IER.
HkF9! lfﬁ_ﬂﬁ VEN-E i

EEE o 1To2CHEbET !
LELELR! e
J—R TR

@ BT FRIREN eI ERNS
RIBREAERzBLVLWZEY —EX=EH!

MEAREDLBEEReS IS D!

FHEHRBAD YRS 5! WAMErs BETTE YR,
SHEH—EP2RE SV UBIEEEONTIU—RE

FEBECEN ETHEOSHETRENIHEC! FrUN—BEROTESTTTHE

. TU—T—RERPA—H—D BDA=N—0 JY—g—RBFTPX—H—
HDOA—H—opHIE . X
X—N—oRme  gopsmmsILE =X ﬁ)} '\ nﬁg)!( =0

7\ N iz Gzl E&S22D)
WAKEN > = Y P .
M mﬁﬁ %JI ﬁﬁﬁ PC. 2T —RT72U» 5Ty NERDSTIER!
WAKENYAKU CO., LTD. \ WEBY 1 MR ER /
https://www.wakenyaku.co.jp




	abstract_cover2
	NGSEXPO2024要旨集7
	companyA4

