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diverse tissues, conditions, and platforms
Alexis VANDENBON (Institute for Life and Medical Sciences, Kyoto University)

P55: BflA - BERAREZFALEIR N TERES scRNA-seq % * TAS-seq?2
eco DBAF
K 6% (HIBAF BEFHEYDFRFER)

P61: BHBRREVYIVRAETIVICELZEE - MRELCEOHRENS VX7V T h— L
T ERFEAX D =X L DREA
R F—H (KERKZ HEYIRIZEAT)

XEBE(IRRY—tv23>ZIlEBLLIEE). BEIRRY—ESLEODTH
NET,
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—RREE 2
10/30 (’K) 10:25~11:25
ER BT #& (ERKZF) - Diego Diez (KBRXZ)

P06: T EY ./ LAREHIESEZELA MRS R HBE DR
=2H &— (AHRMEEADAMES DAFRFFT)

P24: HFEVMDLTOH (<) TOT/ L#EEH
B#E X (b9 & DNA #ErT)

P28: 7'/ LRT—ILRERY T -V BEEICKLZH UL WHEKHTR
B = (BEKXZ? EFHMEY - REFHBE)

P36: BEORES/IVR: ZIRVA X7 OEBIRR
£k & (RERZE BEFYMREV 5 )

P48: F—9RBERTBMBHERICIBIRRIND VI EILT—5EIR
AR B (KERKXZE KREREZRIAFR)

P56: #@#&K RNA-RNA HEFARERE LIGR-seq Ic &S 1Y 7ILT VYO ILRT
/ LR EHEE DR ERISET
R BT (MAEYMCZA3TR)

XEBE(IRRY—tv23>ZlEBLLIEE). BSIRRI—ESLEODTH
NEI,
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mBEEFRt=F—

%£—HB (108 29H)

mEtEEY>3>1 10:10-10:30 =AU A A —KARH
CSs1 10:30-10:40 | KRASHRIS A
BEPErYI a2 11:35-11:55 | SIL7=—/\AAFO%AS1t
CSs2 11:55-12:15 | )N/ AR MU—LKA St
SFat=r—1 12:25-12:45 | skRASHZ—>R_Ao
LS1 12:45-13:05 | 7L > b - Fo/0 KAt
mElEtY>3>3 14:00-14:20 | O>a - HA 7T ) AT« v IS4t
Cs3 14:20-14:30 | KR TOF71>7v o - v/

. 16:50-17:10 | ©ILSOF U IF0 0 O>—2v ) SOBRatt
BREREY >34 17:10-17:20 | Ry o> - A—L9— MRS
4 17:20-17:30 | FEHHRASHT
$£_HH (108 308)
HEPEYI 3> 5 9:30-9:50 | KAEHAYVIRTA—R - FIRFPFo/O02-X"
CS5 9:50-10:00 | XA - Sw R SRS hJ-XEHatt
mElELY>326 11:25-11:45 | AIL=FHASH
CS6 11:45-11:55 | FEI7 —~N1>5—F>3FH)EA&H
S>Fgat=4-—2 12:05-12:25 | GENEWIZ™ (7E>F%hiatt)
LS2 12:25-12:45 | BARI h> - T vF DV RA SR
BElELY>3>7 o
sy 13:30-13:50 | B3/ A A%KKS
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ZvFarveIr—1 10H29H 12:25-13:05

(RS — 1]

SIORL, MLV ~F/RPY—U T ROBHEH~

IE
HRRHI— T

KA I —IRA . RER—I TV AR —EXTONAT - LT ER - &
E-Bm- BZ BREEVSIEERGEBMTURORMAY —F TV ABFZRAL TWS,
KEIF—TR F/RPY—IITVRICERZH T VILNZAYTY—RY—TJ IV
PIALIMRNAY—D IV RBE &7 TV —2 3 Y DBEFERICOVWTREBN L
(AN

[ZIL>h - 70/ —-(kAR4]

=Ty RIVDYyFAY MNERERBRY -V ABERBOT Y 77—k

EH BE
7ILYh - Fo/O-%AR BW - T/ ITRAKER

KEDT / LAEBRZWERNICERL. BHNOY—RZ2EREICRETESZY— Ty hIY
Dy FAY MG EEAY Y =R =000 VIV EIVEIRBRE, TENR
PIVT— 3 NDABEATWE I Ay 23y TR, 7—770—DHRICED
T A=V ZAD A LU HFES SureSelect Max 4. cfDNA R EMEY > TILH 5D
DNA & U X FI LB ZRIREICT S Avida BRE, =Ty RI VU FXAY MNEflTE
& ULEZILY MO NGS BEREBD7Y 77— Z2ZBNAULET,
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ZFarveIFr—2 10H30H 12:.05~12:45

[GENEWIZ™ (7> & #hk=1t)]

[1—Y—E] BROEETOERICHENhZHAMBEEBRDORE : Single-cell #EHFH
SDOFER

[LERZ KZERMEEMRIPAHITR

FRFEICHEWT, MERICHES ETBEEEDETIIERDIBETH %, FFiC. It () W
TIFEETH D, TIRTTELRERZRET 2 & EHICNTEDEMICEEAS L. A FEint
NMEDHERURICE T I2EEFRETH D, BAFMOAETERE - SIEDOEL 7O R DEHRA
ZBIEL. IIEMEEBRITEB U TR ZT> TE e, ZOHER. MEOZTENEIEREEE
TICB592HgEEZzRE Uch. B5 T 2MIERCZOBRIIKEHRTH S, €I TR
#EETIE. 10x Genomics ? Single-cell RNA-seq =AW, BIEDE{L7OERICH TS
FEMRREROEL Z T U IcRBRRZBNT %,

[BERINY - TFoyxry vk Ett]

NETHHB | BD Cellismo™ Data Visualization Tool it &3 Y > ILEILTF—4
R D HEN

R XE, THM'K 56 &'
'HBARINY - TaovEVY UKREH

T EIVERTIE. ERFREVYNY IR ZE EICHBREZHESINCTZ2ZRT—
TRAHEE LB D, UHUZOBEFICIE. EERTOTZI VI AFILAKRD SN, 1%
BICEBELED o fco &5 UIERREICH U, #:42 TId BD Cellismo™ Data Visualization
Tool ZRF L. ETHERNICZREBFZTAPREZRHE TS, AV T MUz 7R
AEIFTH 10097 >O0— R EEKRL. HEZLDOAREBICFHAINTWS, AERTIE
EENBTERZA T YV—ILOERHNSHAE T, ERAEZHEAT S,
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wmEEEEYy>3>r 1 10A29H 10:10~10:40

[FE—FI9)LI1 A0V —HKRS1t)

'scRNA-seq 541 73 VREAF v bi. TRNA ik, & "'scRNA-seq RV
Spatial Biology @trY 7 kD = 71 &D BN

HZEX
NI—FTI5NN1AOY %A1t

AEI -7l BEHEDIKRS NGS BEEHEOFN S, ULTOHRREHEBNLET,

- Singleron #&* v N BEAKEZVEE VT T4 77 URARNTITEEL scRNA-seq F
v h. 2R BCR/TCR v b, &5 UICERIFE RNA-Seq F v MMitl, 2hsE2 V7L
CILERICHITDRHEMEZAM LS EET,

- AlidaBio #t EpiPlex F v k : RNA-seq BiTICE W T, 6mA & KLU Inosine B DR
HEAEICTZEHANBIEY T X7 1 7 AETY—ILTT,

- Pythia BioSciences #= CDIAM Multi-Omics Studio : 727 K GUIY—ILIc LD,
EE1{LiEH scRNA-seq T —% ¥ Spatial Biology 7—% DOf#if % BRI DR ICE
MERJEE T,

[%k=X&1L X 2 5 L /Element Biosciences]

1V KBET 2> 27 IILEILEIT 2)AVITI24 BR# T B2METVILFAI VA LU
i dm e G 24

HBE' AxRE2’
"#%=X&t 2 5L *Element Biosciences

1) Parse Biosciences #th 5 IRFEE 11 T3 Evercode WT (&, #if2EE 2 =&KX 500
FiRERRE LIy v JILEILENZE 1 Ny FTITL. ZYEIY K RNA ®YTL Y
NEMRICIMZ S ENTEET, E M- YV RICRESNITBEEMBEZ@ETCE22 &
5. BEFNZEEPERIGAICEL TWET, Aty 3> Tid 500 S0 ETES %
HlMC Evercode OFERIEICDWTBMNULE T,

2) Element Biosciences h¥ 249 % AVITI24 (. TNETOEHBEBIVILFAZIIR
BITOXRRE, BENLGSREYT / LBITZWEIZL TWET, Teton Atlas™MZFR W
Direct In Sample Sequencing (DISS) IC& D, EERVILFAZIIVRT—I%#EERSE
£9, AROIME. JXMHIR. 22U THLBEREADEZ, COM—FILYYa1—>3Y
NHRE. REROUVAIVRZHBIDOFILEHLS5LET,
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mEEELEYy>3>Y 2 10A29H 11:35~12:15

[EILTF=— A AT I HRR4]

ZRTTTITSEMEYF ~ 3D & 2D ORMBICLBVILFTL v I X8EIT

e —%
SWTZ-I\A AT 7HAEE EEE

EEEYZSHEERNOME S A FOERMNEBRZMRL. EELEYZNTOEXZRL
BR9 208 TT, UNU. BEDOHETIFEWIIAR NS OBREUS & 57, 2ridi
BADKEMNMNGBRENICERICBRESINE T, SEISBNTDDIE. FRILULICBREA X
— I VD EEER T A b ¥ — N EYEEEMEE UltraMicroscope Blaze™THEYE U 7z 3D iR
ZHARIC, B—YIF ECHARERE, BHUBRT EHLEEZBETEDRL. A
BOYYINVEY—H—ERHTEBVILFIL v I A4 X—Y ¥ —MACSima System
MTHZITST7—7 70— TY, BMELBBEDHH SENBEZRE L. MlRDZkiEZ
PRLUET, B—H U FILAS5EEN 3D AV FFAMEEMA 2D IV TFF R K
OMAZIET 22 &T. EEEMEBRTZRARICCERALVLE Y,

N1 FAZX MY —LERE1H]
QuantumScale &ffiZfEAUCEREFRE. EIX MDD D/N\ALRIL—T v & scRNA-
seq ¥ v b (ScaleBio ). & & THlFARE Y > /N7 EOBEBNLEIR Y 5 X 5 —@&iFT.
HEERBHTZ T REICT % Proxiome Network Assay kit (Pixelgen #t) @ Z##t

HHEFIE 5
NAARN) =LKL, 7PV Tr—raryY4Ir7 0N

ScaleBio #t Tl Single-cell combinatorial indexing (sci)-RNA-seq C#{iiE X— X (T
EHmEZETV. FGEENRTETEED /L— N 2FERL T, 25 7ILTH+ A DM
ZIERIZXANTHENTES Y NOIRFTEED TEVWD XU, TOEYI/7O07)LEN
—ZIZ LTz QuantumScale 7L — b ZzBEE L. 7O I-I)LOfER{EE IV —O—R4E
BOMEZRIAL 8 Aililar 5 4 5AMRE TCRRES< N TESF Yy A2 Y —X
LEXULEDT, KEZF—THEBNZIETWLLEEEXT,

BETIE NGSR—=RDI 27 I EILT7OTA IV AOBITOE R T, 155 B &EZRE
EHIERE Y VNV EICH U THFLRILTO3I DY Y EV T TV, BNEE. 810 5
A =D&, YNV EBOHFBE. HEEHADHEETES Pixelgen ttd Proxiome
Network Assay kit ICDWTH BN ZIBETWELEEEXT,
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mErEEY>3> 3 10H8 29 H 14:00~14:30

(O>a - 9475/ X7+ v 0 Atk =4t

Roche SBX ¥—J TYH#—D NS4 7ILLR—b

e N
RRRFAZGEHERR RN AAABME £H7T - VATV REV 5 —

Sequencing-based spatial gene expression analysis is a powerful tool but
requires a high sequencing depth (1-5 billion reads are often needed). In our
initial trial of the Roche SBX sequencer, we found Visium HD libraries with the
SBX sequencer produced 15 billion reads for one library in just one hour. Also,
the results were almost perfectly consistent with lllumina reads. We conducted
that these results demonstrate that the SBX sequencer approach is a viable
option.

KRt 7AFA>vFTv o - v V]

Intracellular CITE-seq THID R Y YT ILEILVIVFA S U ABITORATR

B E
KRt 7Or1 Ty o - Vv IV

MRS VNN TBDOREIE, 2 YT IVEIERICE T BREBRFEEDVOEDTUR, FBE
Tld. ZOEEEMERT ZH LW Intracellular CITE-seq BEE "MultiProe (WILF
) $E/XRIL) ZSBNAWLET . AEEICK D, RERIBEETH > cBERFYY v
Bty VIV BEEESD 340 BREOMBEANY VIV BDFHIR%. scRNA-seq & [FIFFIC 7
MIBIENARERDET, ZREOBERZHE LI VI EINIILFAI I REIR
ZEREL. REOAFEBBRICEIFIEHIAER - Rt Z & DRRICTIDIRLS 2 EMNTE
F9,
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mEEEEYy>a>r 4 10A29H 16:50~17:30

(B T+ U TFo /A9 —Iv IR E]

2 7RIV TH < BERMED A DRI - BIMR

W
RRATE KZEHAEREIBRBEARER X7« WIVEREGER BRPEY / LEEFD
£

HBMUEDADERRICIF. BEX N Z X LDRBLHF B EORREICINZ. BE2ZH & 21
NAZERITBIHDOENTIET Y ADEIENRARTH B, ¥V 7 ILEILETIE. R
—REIDAMRBEORN SEMFEEES LN O—V2BREICRH L, BERE
MNRIBEDORE S & 6 CHRARNMENE T 28N BFETH D, FafcBld. AP TEE
D% W HTLV-1 BERERELOERY V/IEERRIC. YV ILEILEREFZET D
MEAI I A ZEEL. ESHRETNZ 2O RETHERIT S L Ebic. ZERERD
AERBERIEIZNZREL TE k., INSDHEREIE first-in-class EZH1/2 FAEZEDEZ
%% (Nature 2024 2 &) YEEU A VFHENERKREL TWS, KBETIF. MEAY >~
VB EEBEGCFREZRBICHEITT % InTraSeqME2S ORI Y V7 ILEILETTDRES
BN L. ERAELH SAIEREFTOREERT,

[Ryovy - -5 —BKREt]

NGS @ MEMGLE, "REET, OFRERRULIEAD?
NGS 7—% 7 0—BE1{L=EH

INEFSF i
Ny Iy« A=)V —#K/AKEHE FATHVAITVR X—TT 1 VIEE

BRIENS OB E 51077 URRE. @l DOV NT—ZREE T B LIC, BHRICE
EITBIVTFAAIBIRTHERZEICDVWTHERFLEBVTU &£ 5. AERERTIE. KEEH
ENSSATSVRARET—ELL/N\TRIL—Ty NMLUEBOBEEMbIC K 21EEZEL, &
Hb. AZARNT OV ZRBUE T, SPRIBMEE —AHEHES v M & 2 EEHE D ZRE
IR, BENER Biomek ¥ —XC L BKBBENS S TS UARETO—E LB
b, Fv7LRATnL AT —IILIMENEZTIREICT S Echo 525 IC L2 REZF—T7L
EEFXTONBKES L OEER IR M KIBHIRG ED¥EHY U2 —2 3 0H EROM
RVOEBZIMRTENIFENTT,
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[REfHA ]

DNA 5475 ) —ABOMARIREL | 8 - 5E - B b ZFHEH GenNexte NGS
Library Prep Kit -KODEasy™-TCH X %

iYL= CES
R et NAATOY 0 NEER

RFEHTIEZDE, DNA-seq FHDZ 1 75U —AREHE "GenNexte NGS Library Prep
Kit -KODEasy™-; Z#F5ELE Ulco AF Y NEIBIFRICHRTREEIKIRICHES
h. 2KELUARTZ A 75U —RAENFEETT, ZOMORRLEH T, REPEMHIZR
ZIEDE BN WEULET, RERDDEIF—ICRDh FI DT, TOEEEVWLiThiE
ZWTY,
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wmEEEEY>3>r 5 10A30H 9:30~10:00

[BREetAYIRTA—R - F/RF7Fo/AI—X]

AYJU—Rx IS/ LTHDOHRLIVILFA IV ZOHER

R H (AAT* )
KRt AY IR TA—KR - F/R7Fo /A3 —-X

F/R7ZAVTY =K==V Rld. A FLRILOERZ R DEERN IC SR < BT
72y RNT7A—LEULTELZRTITTWET, 1 DFLRXILTOIZILIALY—TVR
CHBREOEREEREBIC. T/ LABE - IV IRXRTA IR BEFZAY TA4—LEWS
2N FERZE —EICRETES 12— BRI TI,

XtevyarTidk, 10 B 30 HERTORMBERICMZ T, 7/ R7HMED Adaptive
Sampling (insilico #—4s"v k> YU wF X K) ¥ Direct RNA Sequencing., ¥ > ¥
WEINADIGAPAFL—avREDTZ TV Tr—rarhs, BRZFSKE S ZREE
NHFIHEFHTHBNULED,

[X14A - Sy R KRS kY —-XkXK1]

VY - 2>J)LEJV RNA-Seq S 7S VRE* Y kD BN

FE K
"RAA - Sy R SRS MU —XtkRait

KEIF—7TlE. N1 A - Ty KHPRHET /LY RNA-Seq LTI VT I)LE)L RNA-
Seq BZ71 77 UREEY MCOWTEBBRDRRZSHBNULE T, /NLZAD SEQuoia
V) —=XIClE, LM DERRE (W 3 KfE) THBOIEER Express v . miRNA @
LS EHEMI SRE RNA ZilENICE v+ 7F v+ TZ % Complete ¥v k. rRNA BREH
@ RiboDepletion v kH'H D £9, 7 ILEILEICIE. FEERIC 3 RNA-Seq D+
v~ TddSEQ™ Single-Cell 3' RNA-Seq kit ZBrs5%FAL E LT,
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mErEEY>3> 6 1T0B30H 11:25~11:55

[ L F %A E4t]

llumina 1 /R—YavA—kRIv>7

2K
TV FHRARH - KITERR

AIVZFTESE. Y1707 AT 47 RAEEZBREE LRV Mllumina Single Cell 3'
RNA Prep; Z%5EUL&E Ui, 25IC5%. 2477V —RARREOOVILYII—TY
AT/ LETEYT / LAERZERRKICIISTE % 5 base #fff. ZE N VYRV TKZS
ARE NIFAZIVRBIREHET DA BTV /O —DRBIEIEDSNTVWET,
ARERTE. ThSXRHERTI/ OV —-DBEICOVWTTBNULET,

(&7 7—V1 59—+ arIlERatt]

EENS YR 7Y T —LEBHI 'STOmicsy D BN
~2BREFREZHEIRLRILTCRS~

55 FX
FE77—~NAVvy—FarEkRAet

NS YR T N—L@BRIE. EERAOMEI’EOECTRERRZZDMERTRE
RO TR 2R T #MizORE— LA NREORBICARAEINTVWET, &
F., ZORPFICHEWT, STOmics Tech #HFEFE L STOmics Stereo-seq (SpaTial
Enhanced REsolution Omics-sequencing) W\ EBEZ&EHTWVWE T, STOmics &, h
FTCORMEEZEET DYV VIV EILLANILORRE ELREFZMIZLL,. BICE RNA A&
WRTHD I EDSEYEMRICHICBAMEZELS U TVWET KEKRTIE. SOEHY
BREMORFBERICOVWTIBNULET,
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wmEEEEYy>3> 7 10A30H 13:30~13:50

[5 51581 At =4t]

TN EIVT—Y ZEMT— ICERT 5 EHNEM Trekker @ BN

EH OBE—ER
SN N\ A% S BLFREAIEY T —

S, FHSNTWBRZEENS VYRV U T N—L@BITTTH. ROV TILEIL RNA-
Seq T—H LHNRB &, MM D OBREETFELDEW., BILEITAYT—YaViC
S I B%FRV. ATAC-Seq ¥ VDJ-Seq EfHAHAELETHRIFTTERWL., KRE, YT
L)L RNA-Seq EDF vy TZREUZZEEBVWTLELIMN? VY VT IILEILT—9 %%
DO FFELMBERICT > /IN— N T DEFRIEIM Trekker IEDOWTTBNULET, A FH—
TIRREXRFRELBERFIREICOVWTSBNABUE T, £, FFPE Y Z)LICRIG A gEAR S
BDTARNT—9 R EBBNMBUET,
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RRXI—vS3>

URR&Z—tzv>3>] &F#:10/29 (17 : 30~18: 25) / {&#% : 10/30 (13 : 50~14 : 50)

X—RREBIE(CEIRSNIZT5 (3.

[—hzEEE] DC TO) EAMYESNTNET.

RRS —Hi%
_@e FRERES T4 ML .
P01 NH &% IRERPSRIFIRIEREEF TS5 LN IR CH T DRI RS ODTE
12 . BEECTFRIROEENART
P02 WO 5% RS =TS D OMRRICHITD Al T—1 > MNERDOED
bzl
P03 = B 1 A8 DNA UH—TPOEE &S — 0T > REEIADIGA O
P04 EF BE Nanopore sequencing ZF3\\/= Type I-D CRISPR-Cas (TiD-
X) [£&D DMD DIFY > XFwY BT\ — 2t EDIRE
P05 ZH E=F Regnase-1 ANFORE YD RIIAHTOIFPEROMEEZ L ZT LT
SARS-CoV-2 X DERE{ L ZHIFI T D
P06 =l F— TES ) ARENMILES EDEN AMRAT —HRIE BT | O
P07 BE R—B8 | LTV > OERRAHIEIC KD SEREEER RS
P08 IRTF (et A Platform Solution for Viral Clearance Testing using NGS in
Biologics Production
P09 FE B AT S Plectropomus leopardus (CHIFDEAZERRD;ETE
P10 O &8 AREBRZRICHTD NGS ZRWZAST ST LTS
P11 its &= A PCR ZRWzO>J U — RS —4 > RCH TS PCR EERDIEIR
DEEE
P12 ff fEx AIVEFMRRI DR >J)ILEILRNA-Seq VU1 —23
>
P13 MD AL AMIN | Synchrotron Imaging and Transcriptomics Analysis Reveal
SHEIKH 3D Remodeling and Molecular Pathogenesis of Aortic
Dissection in Fbn1~G234D/G234D” Novel Mutant Mice
P14 5F K—BB HST LY RSB —HR— DB & T DR
P15 A FEXEB T ARSROABICHTDS Izl RNA-seq f#AT
P16 [RE 2= BRED 1 S LU bSO UT b= ALK DZERNS
J LNEEM ERRE TR
P17 e & NS> XOUT RZOREAFROZ DA K DBERAEDREFAT
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P18 KEF = B NS OUT b— LBRICHITBEEY) DNA DrliRit &
YFEMING

P19 AHE Z8l BEEEEED) \ T UIKFEA T4 -5y MERDFHCH 1D
RNA-seq &~ -r2077 L DLHER

P20 "IN K& Stereo-seq %z AU \ZIEBEAMVINRIZDAZEA

P21 SRS BAK 2 788 RNA Z 315k & 9B Viroid-Like RNA ERFEDLLEHR ST

P22 H EE )L AR EE & U TR S — 0T > —DiksE
B i

P23 7EE BA FIRT =2 DI =R T2T 4 LEEFo s

P24 BE &KX WFHEMDOETOE (L) TODY ) LfFH

P25 fE B RIOROO-RICHFBRUTOTSZIEEAD H3 I\UTF
> hDEES

P26 BB &K THIRET > 5 — v —3BREY 1 SO AR O FI IS
fRBA(CAITz T Mg OO F > 7ot BT« f#h

P27 R SR FRERPSRIFIRAEEE T ) LN O ADB BB FELICH TS
N2 SR EEE D <) LEES AF) LB R HAREE

P28 =S 5= ) LA —)UAREIRY SO —OBBEE(IC K25 UVLRENEH
®

P29 iz F— Oxford Nanopore <—%4 > X5 —~ DB

P30 e ifE— Bulk RNA-seq ZEI(C UTCEFERITIC LD, NEEDCILAE
NF > TILIT S DOF > DOl RHERAEA DT

P31 AL 5 = GC SHEMIERNS — U T > EDHTT

P32 N BHE TASUKE+ : KRS LSBT — S0 ERIBTERZ R T
25 LT

P33 [izbu il v BEAF T OB DR BWHEREIE L (CX ST DFaEIEHI(C
DFEs ) LRFEN 7 TO—F

P34 he = APBITSAATIED (Pteropus pselaphon) DOE5 ) L\fig
#r& Pteropus B 10F D U RGTREANT

P35 Nl Bk TEIFUDAZERBWNZZER M5 A U h— LERFEE

P36 g 1% BEOEET ) ZUR IR A XTSOERRIRT

P37 =12 e TIP-ChIP: VEH>F)LICHEUTZ)\1 R)L—F v s ChIP-Seq ik

P38 BE Wi IEESI/LFR ? NGS #84T : SIS EMIRDBEREARDE &I IHERE
EFDFH

P39 JH# R S ANR—ADZE/M SNSRI UT b— IR,

Curioseeker KU Nova-ST DEA
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P40 O 3k FIVILDRE BUWNEEENR UF B (LK DEEERED) A A A
S IART A DANDISHA
P41 e AE T ORAEERAR A ROD « EAHREMZ A MOD ¢ 1 B3
9 2HAFER RNA-Seq FRATODLEER
P42 R ZAER | KIT PEEIE RAA A HRISOBIRN AT S5+ = > JFIiER &
FAYV T A —LFEREFE
P43 Afeefa OCELLoc: Optimizing Reference Cell Types for Single-Cell
ZAINAB and Spatial Transcriptomics
P44 Vladyslav DeepSpaceDB 2.0: Challenges and solutions in collecting
HONCHARUK | and unifying subcellular spatial transcriptomics data
P45 Hsu Thinzar | Evaluating HAC and SUP Basecalling Accuracy from Sheared
Maung DNA for Nanopore-Based Salmonella Typhi Surveillance in
Resource-Limited Sentinel Hospitals
P46 BRE Xh Ty ORABRREZ A SOT « (CHITD 70— XEA50ME
A
P47 Alexis DeepSpaceDB: an interactive spatial transcriptomics atlas
VANDENBON | spanning diverse tissues, conditions, and platforms
P48 AR TEMR F— BB BRI N E R (C K BFRINS DIV eIV T — R
#r
P49 X &E BFERAENDRDIIYV - LB EST ) 9AES T Ty
- DIFE
P50 N s v O ZABRRNKE X MOJ -« (C81F2 Circular RNA DEES®D
fa#AA
P51 R S <+ -709x)LE BD Rhapsody ™ 2 XF /ACLD CITE-seq D
=mEEETR MR
P52 B2 mE BMHERERTET LN D RICH T D BB FRIR S MR Rk D
=&
P53 FF E—EA 23— bhU— R NGS [CKDEEBNCEBLETH DN ?
P54 FEB WIS EREDBEFEIMN SEFNIZF RS- Y—2ANZE
MEEITOTS A
P55 X TEX BAA - BFRARZEA UEIRX MTRRERR scRNA-seq
3%« TAS-seq2 eco DBAF
P56 R EC #AZER RNA-RNA HHEEARITEE LIGR-seq [C KD TJILT >
YOAIRG ) LD EEE DR 22 #T
P57 Wz =L | R=N—D—DZBEICTDZ—T2RAUTITX kDX DTHEIT
+
P58 Mahima Carbon quantum dots for biomedical applications
Kumar
P59 I BE%E 2= A7 T 72 UFT 14 DNGS Tips i

36




P60 LI fFKBA | SPACELLINK: #FERIEEIER(ICED EBLFRIRFTDIZHD
ER NS ROUT =LY =)L

P61 AR Z—B | BHEREIYIRETIVICLDIEE - MEFRLEOHRE NS> X
DT S — LB EIZFAE A T Z X L DFREA

P62 B R4 W E—RBROERY by T2 E0R O BENE

P63 FRIR AE 171 CCR8 HUAKIC K DIBIRIQIBEA Treg DFRZE(F. SEIE(LE
DC ZN UIHlEE Bt EZ5E 9 D

P64 izy =) Cell-Type deconvolution &Z4&{K RNA-seq Z RV \CHEE RS

HESn DBNRERRT

37




HEES 0]

EREREFERERBETTILVVRACE T 2BABEES S FER [ BRER
TFHB ORI

WHEEE ', RREK ", REER° EEMAER°, MBHA Y LIESE°, R "
HIE®, AIIXE ', BAE ', RIEHE'

BHIERN KR EF AR B A R TR IR, * BRI ER K F B LRIk NE,
‘BAERKZREREZAARRERZN T,  BUER K ER IR B ER RS
M, *IBAENAF EFMERERELEBESYZEM, *BAENKZREERITREER
BFYEY, 'BUENAZECFHBRRE

ERRETFIREEREOSHIESL U TRAESIHNSNTWED, ZOXAZXAIETEELR
mHZ W, AIAFE TIL 8 @M C57BL/6J ¥ 7 R % AW EEIRIFEMIRIEREETIL (IH:
RIVEBREE) ZERL. RAEESEREEBOEGTFRRELZ®BIT LU, H 8 (B
REE 10-21%% 2 2ERTEE. 8KE/H). FHhEERRE (CH. 10%EREE. 8
KfE/B). XIHRE (21%8%E) O 3 3T 28 HEEBE®. TR E EE RNA-seq 1
ERMELZ, ¥ PRERBCEBEMEEERSGH o ohS, FEOEBERER ICE W THIREE
CHE LD IH B TERICRAMEEENET Ul BEICE W TRAMKEREESERT Lars2 %
U, Hmenl, Vstm2/ HEEHIEEEE. CHELD HETET U, UEDFEREMS.
BEEBICEITZINSDOBEGFRRBETH IH IC L ZRAMEEREES ICBIS T 28N R
BIhi,

38



KRR -V TRRICEFTZ Al T—I x>y NEROIRDEH

O T3 ATSERS, #EER S LERK®
' ENIARRRGEAN EERER - (2 - REMF
P ENMAEEAN BRREIZEAE

P BEBT YUY IYAMES

¢ ENMRBEREAN BICRERAT

® Science Aid %X &4t

FEFEODBEREXFUVWREICE D, Al BRIZMROBER CEIBNELZEITTWS, B
£, SakanaAl tLid. REHEE. EEREHE - £1T. 7 — Y2, ZLTHMREORRE &L
ERERR IO 2ExzBHt - MRS EZ A TI—Y VN THB AIGAMIVT4R
NZFzxz U, RETIF FutureHouse HE#K®D Al Y1 T> 7« X k(Robin)ZFAF L.
MEBEFHORRICEUIcERRLTHED. ZORRANDIGANKELZEEZEHTWS,
—A T, £ FMEREPERfEEZ BWCHR TR, 2 < OMRKENMEBENLRERI ST VY
—XY MO SRS NIERETOT — Y BN ZRBEMITTWD, ZDOH AIF1IVT 1
ANEAYTLIZZATOBREIKROESND, BHE. RAEBSEETIILLIMELT
Qwen3(Alibaba). Gemma3n(Google). = U T Deepseek-R1(Deepseek) &EW> 7T
TILHERNBINEREZE I 2 ENERINTVS,

AlIT—Y TV RMZEULTH, MCP EWSTL—LT—VZAWVS I LT, BHRER. T—
YEB, T—IBFTDA VI —T 1 —AEHBEILTES, T5IC. OpenHands ¥
PaperQA2 EWofcfEhfc Al T—Yx Y hNAFI7L—LAT7—7HFHINTED, BE
D RNA-seq ¥y EVY - BTV 7 N Dz 7 HRHAEREICERET 22 ENEENICKRD D
D% B,

AFERTIE. TBED RNA-seq ICFLUIEAI VAT YT ANOEDOHEARRTE, AR
TLDEEIARICEH S TEENBRRICOVWTERL W,

39



HEES 03

1AX#EDNAVH—FOREEY—I IV ABRFANDIGHA

= B KHBEAT . ZEEE | WENEC HAE | FEES°
'RRKRFREHERARBIRHER, T AMKEREREZ AR

—Z&84 DNA (ssDNA)S A7 —Y 3 ViERZF OBRICIIKRLARICEANMEETE S, LH
L. INETIKZFDLSBBEREAESINTIEI >l BRAIGBIEBROFTHEHTE
HENEVNT EAHSNTWE TS2126 RNA Y A—EICH UL THERRY VIV BT —4F
R—ZHANSHHU, Z0OHNSE W ssDNA S5 —Y 3 VEREEHOBRERE Ul
Thermus 7 7 —¥ phiLo (GenBank: AYJ73970)% % W& Tph ssDNA U #i—+(SDL)
&, TS2126 RNA UH—E LD HEF W ssDNA S 45—y a ViElEERUTce ThETIC
DNA X FO—LEifZE U, MPE/LT7Y—DNA, RAT /LA BIBE7 57XV KD
BREREIL SDL 2fEI2 2 & TREINICAM ET 22 &> TWS, ZDIEMICH,
FFPE $1F 3% DNA. BiE DNA, VA ILRT /L, P TIN—RIU—=v ¥, SDL
ZFAT B ETEDIRNEBOMADEREICERZ I ENEESNBZ 7 FUr—yavid%
IZlichfcd, ARERTIFZOBRORFELZDOBAICDOWTERLRZL,

40



HERES 04

Nanopore sequencing ZFR W7z Type I-D CRISPR-Cas (TiD-X) K& 3
DMDDITXY Y Axy VT INY — Y BITFEDORE

A BE A BRI PR, B EdaRx )0 B B R
FE B ° A5 e %, fER HEF
'RRBEK - ABET, ‘REAR - HSEXET

LUIART I —THREOEWEYT / L©MEEST¢8H S Type I-D CRISPR-Cas (TiD-X) (.
mAEORBERKEFET % Z &+ CRISPR-Cas9(20 nt) & h RWEMECFI (35-36 nt)
EHDZETRWVENEEEEZRIFHMEDL D, B4, TD-X &7y Yy X8
YZAhO74— (DMD) OIFY YV RFyEVIEEDBEZEDH T WD, DMD DEIE
FREED—DOTHZIIXFYVRAFvEVS IR, ZEIXY VIAEZHIBRLIY 7L —A
ZRICLDHEEROIYZNOT 1 VEERT %, AR TIF. MBICHEE U LREREXEREH
V—I)LT%h3 YoDEL ZFHWT TiD-X FEITZIXY VY AFvEYINY—2D
Nanopore sequencing 7—% Z &t Ufco S#lE. TiD-X T/ LREIC K 2HENLRT
IV VRAFYEVITREZBEL. T2HOEWVWAREDOEALICEIT LR ZESDH TV
<o

41



HEES 05

Regnase-1 NTARBI VA TCOFPROEEZE{LZE N U T SARS-
CoV-2 i DEFEL = IMEIT 3

ZRHETF "%, BAE—? BPXRKER®, CRHAE °, IBFEF “°°, Alexis Vandenbon’,
INETHHE 8, TR Y, R, BHEER S, AEX °, HERE ", BUEET
MR 40, TR ®

' ZEEBTINAKEAZREZAERGES, * RPAZKEREZFMERELCEST, ° KK
KEMEMRIAERRDF 71 ILZADE, * KERKZMEYIRIAERET 7 )L RFEE, °KERK
FPRPERESEBMEMLSR, "KERKZET I FVRARLR, RN EEEYEMAEATERIE
EUYRTLANE, ‘RPAZEEYEMERARESERTO IR, * KIRKEHEDHH
WRAINAAA VT ART A VAT =5/ LBRE, " FERPEREREZNERESR
BE

Regnase-1(Regl)id RNase i@ ZH5. REWUY A M HA > ZEERGHI S E TR
RIRREZIE T 2D, VA I AREROEFRTOREIFE DD > TLRW, BV
YA MO VEEEERUVEELIT Z2OTIEAVWANEWVWSFRICRL Reglt/-X 7V RIFE
R IO & B D ERE(3MLDs) ¥ A E SARS-CoV-2 MA10 BEETIL
IKEWTHRIBRET, 2HEFETI20HBSITHRERBERNZRLE. BEETIL
(0.3MLDs) ICEWT Reg 1 /-X 7 ADFT R DEIEL ICIFHERBIEMZ# > 2 &, IFF
RethEI8icE T2 Regl'/-RVALBERERAKRICEELLIZZ ENS RegTt/-4FH
BROVBT & % B AE(L I B ATREMEN R S fco SARS-CoV-2 MAT0 R E iz B
L7z single-cell RNA sequencing BBfriC & D. 4 DDOEZRZIFHIRT Ty A REES
h, #0554 Y9 —7 xAOVREEERF(SG) signature ZRI Ty DS Regl*/-
NIRATRASU T W, £loo Reg I /-iFHIR TIIREMETEFRIROELZ DT IC ISG
FEENMETULTWBZEDRASHICH > E5IC Regl BV y—7xOVREDED
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A Platform Solution for Viral Clearance Testing using NGS in

Biologics Production

FH BEZ (FXE KT Eth)
BREEF 7YY Y—ERYUa1—y3VE

New guidelines for biologics production now encourage the use of high-
throughput sequencing (HTS) to test for safety and demonstrate the absence
of adventitious viruses.

Five reference viruses have been proposed to represent various
physicochemical and genomic properties. Currently designated as CBER NGS
Virus Reagents, these include the Epstein-Barr virus (EBV or human herpes virus
4), feline leukemia virus (FelV), respiratory syncytial virus (RSV), mammalian
orthoreovirus type 1 (Reol), and porcine circovirus type 1 (PCV1). Spike-in
studies using these reference materials are required to establish limits of
detection (LOD). These studies will demonstrate the feasibility of replacing
current established tests with HTS. The ideal sample type would be growth
media supernatant, from which virome nucleic acids are extracted and
sequenced using short or long read technologies.

Given the anticipated data volume, bioinformatic workflows must be able to
isolate viral reads from a pool of predominantly host-originating reads.
Workflows should also be able to identify the best reference from databases of
relevant adventitious agents and viruses before mapping and quantification.

A recent multi-laboratory study by Chin et al. [1] demonstrates the setup of such
spike-in studies, including the evaluation of targeted (using a few selected
references) versus non-targeted (using comprehensive virus databases)
analysis workflows. QIAGEN CLC Genomics platform offers functionalities to
support both approaches in GxP environments.

References:

[1] Chin PJ, et al. Virus detection by short read high throughput sequencing in a
high virus low cellular background. Npj Vaccines. 2025;10(61).
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Synchrotron Imaging and Transcriptomics Analysis Reveal 3D
Remodeling and Molecular Pathogenesis of Aortic Dissection in

Fbn T ¢***/°%** Novel Mutant Mice

Md Al Amin Sheikh'?, Kenichi Kimura', Eri Motoyama', Violette Deleeuw?®,
Sachiko Kanki*, Keiichi Asano', Ryutaro Ishii'®, Patrick Sips®, Julie De Backer®,
Lynn Y Sakai’, Haruka Ozaki®®, Hiromi Yanagisawa'®

' Life Science Center for Survival Dynamics, TARA, University of Tsukuba, ?
School of Integrative and Global Major, University of Tsukuba, * Department of
Biomolecular Medicine, Ghent University, * Thoracic and Cardiovascular Surgery,
Osaka Medical and Pharmaceutical University, ° Institute of Medicine, University
of Tsukuba, ® Department of Cardiology and Center for Medical Genetics, Ghent
University Hospital, ' Oregon Health and Science University, ® Laboratory for Al
Biology, RIKEN Center for Biosystems Dynamics Research,

Aortic dissection (AD) is characterized by the separation of the medial layers of
the aorta. One of the main causes of AD is the mutation of the Fibrillin 1 gene
(FBNT), which is the major component of elastic fibers. In Fbn7 *2*°%* mice,
the intima tears and medial layer disruption started at 3 weeks old and 50% of
mice died by 5 weeks old due to aortic rupture. However, how the AD expansion
in the ascending aorta and the molecular trigger may play an important role in
Fbn] €%/ is still unknown. To investigate the magnitude and expansion of
AD lesions, 3D reconstruction of the ascending aorta was performed using
propagation-based X-ray phase-contrast synchrotron imaging in wild-type
(n=19) and Fbn] °?*%***® (n=17) aortas at 3 weeks and 5 weeks. We found that
at 3 weeks, Fbn7 ¢?**°*** mice showed small aortic intimomedial tears localized
randomly. At 5 weeks, multiple tears developed along the longitudinal axis to the
ascending aorta, revealing no significant difference between the inner and outer
curvature regions. Notably, the depth of intimomedial tears is frequently
associated with thicker adventitia wall. Furthermore, to gain mechanistic insight
into AD pathogenesis, we performed single-cell RNA sequencing (scRNA-seq) of
the ascending aorta at 3 and 5 weeks of age and found the Fbn1G234D/G234D
smooth muscle cell (SMC) population expresses genes involved in ECM
interaction and focal adhesion compared to WT SMCs. Then, the validation was
performed by immunofluorescence staining and confirmed the robust
expression of ECM proteins specifically in the medial layer of the ascending
aorta in Fbnl °®*°%%® mice, where aSMA expression was notably diminished.
Furthermore, upregulation of focal adhesion kinase was demonstrated by
western blotting. The spatially localized upregulation of focal adhesion and SMC
remodeling genes, alongside a reduction in aSMA, suggests that these
molecular changes reflect pathological remodeling events associated with
disease progression in aortic dissection.
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BIEY) DNA OREZIE - BRET 2HDOREKIF. ETO WTAKEICEWTHEBLTEE
IREFETH Do

BLlE. R cDNA Y=Y RF—9%2RAWT. BIEY DNA OEENRBEFET SO
DY 7 ko7 TAdapStat; ZBF L. WTA TEBRENT7 Y 75— DEEB/(F —
VEBNT ST BRIUVIBREEY CRIEY DNA 2250, EENICFHETEZ 5L 5
IZUTco SNITK D, mimHE 2 75 75 —BE5lZ2E I 2EIEY) DNA ZEE D WTA F&
ICEWTIRE - EET B EITHTI LT, BITDHER. £ TDO WTAEICEWT ZDEDE!
EY DNADN—TFEETERINTED . ZOREXNZALICEFET L ICEBR 5D
H3ZEDNTRBEI N, BEFERICIE. template-switching ;&5 Tld TSO IC & % rRNA AD
SR7Z4 32V, random priming ;&5 TiET/ LA DNANDI R TS 4 2 VI HEIEY
£ RO—RATHZDEEZSNT,

COEBERRT D6, B EIHFBRFE "AsyBlockery ZRFE L. FFEHEBEL.
AsyBlocker &, E# 0D WTAEICXH U TEMTH D, EEGCTFHOR L P EEREDH
ELERINfc. AEKRTIE. BIEY DNA 04 FHiE, AdapStat I & % EEMHET.
AsyBlocker DR, 25 WICZFDIGATTRESEICDWTRET %,
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HEES 19

BREEDIN\ATIVKEA 75—y MEBOFHEICH T3 RNA-seq &V
1707LA1DHEK

WHE A, 50 BF. HL S
EEEmBmELEMZA BnFERI

7o FtY AP0 siRNA IERKRENDIKBERR., "\ TIVEREATY—7 v MER (T
9 RNA &BUzEeolZ3 > RNA ICHEEHSE L. 43 RNA OEVHREICEEZS525
&)1 ICERT 2EMERKRIT 2UEEENH D, Dz, BRERABRFIICE bTDOA T Y —
Ty NHRZFR - TR EDKRHEND ATY—T Y NMROFFAIIEE LTI, 18
WIES I 2EEMEDH S RNA % in silico THELZ LT, & MABICKBERZEAL
TEGTFRRZEZHEINT S in vitro BTZTWV. E MEERICEWIRHEZRITS247
=7y NEBGFERET ZFIENHERIND, D55 in vitro BIFICEWTIE, 47
=7y NBEFERNEBLFHET 570, BRENBECFRRZIRENTZTOOHEDLD
D, FEEUVUTRNA-seq Y1707 LA FIEEIhTWS, LA L. EFEZHEWA
79—y NHEICEDBONDT —F DY, BITOBROBERFEEINTULRW,

Z I THRMETIE. RNADBRE 7 F Y R ETIVZBBERE LT MIBRICEAL
fc £, RNA-seq £i@¥1r7O7 L1 IC L 2 EGCTFRELHBE N ZEREL,. S5NiT
— I DR ETolco TDRR. EFETOEGTFRET —F DEFHY. RNA-seq IC
BFZDV—RBOEERENPESHCR oo ZRERTIE, BONEROFMZBNT S
EEBIT, BFETAT7I Uy NHEZITSBROBRERICDOVWTEET %,
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BEHES 20
Stereo-seq Z AW EBAKB/NREDEHH

PIRAE "%, hRPER S, BINEKR? KBER? IROBE >, Kaxkis '

' KIRAZEZE A LR ERES SR R ZEEE, 2 R TBCE A E A& KRR E
Bty —BRIAES, *ARAREREZ VOV T« PHRELY ¥ —KRAER, *REPAE
EAMERRAARREES

AR TRAEHIEONGZY Y TILEILLRILTHB L, ¥TRICHITDEERBUN
RIBEDMER%EBIE U, RE. PARBOHICERRK E UTHARZAEN RIS TL
3h. BRODARREETIRTABEBRRMREEONTE ST, fEE T HiezaOE
BRICBHEIN-RRHEOEZ2EREIT I ENDETH D, BEERNREHIEDOSHP
BIEEBREITDHICIFHRCEDEGFREIO7 7 ILICNMA TERBERGIE TE
VTN EIERBRRNIRETHZH. 1HIESED RNAEND LG/ T—3 N
gt & WS EENH D, 2T T, Stereo-seq ZAWVWTTAVRY 2 —>3V%&T52&T
VT EIINEBRBITZETV. Z0RR. PARRREEITO I & CREHRENESEANTE
REZEBRU TWBAERFZRZI D IEDNTE o BARICED IV RICH T ZEEHRHN
RED—inZzfFETE .
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HEES [ 2]

2 & RNA xR & 9 % Viroid-Like RNA #RBEFED HLER R

AR, EERR, MTEN?, HlER—4
VRIRK - BeEMER, 2RI - BB ZTERFT, SSKK - ERRIER, 4HIKK - MICS

T4 04 K (Viroid) &lE. BIR 1 A8 RNA 245/ L &9 2 EYEE OR/IVEREF T
$HB. IE. EYLADEMICT 1O+ R EFEBUREATF. Viroid-Like RNA OFED R
HEINBO TV, HARETRE DL SBEFOEDNRERDIREICH D EE X, €K
® RNA-seq & D% Viroid-Like RNA ZE8ES < [LEHEICERFROEELR Fragmented-
and adapter-Ligated DsRNA Sequencing method (FLDS) ZRFU 7.

KRR TIE. ZROHERZF W FLDS 12 &K 27N GERZEIR I 576, Viroid-Like
RNA iR ER & BMIC. FLDS @ RNA BRZBEICKEZINZ. 15 FH FLDS %=
iU, BEAFEMICE. BRE—XICL BESF RNA OEIUEREZINZ fcFET. FLDS
& D HFEIRMA Viroid-Like RNA OE&EZA[REIC LT, f&R & U T, Viroid-Like RNA @
U—REIED 1~2HBEML., WEREOR LICHKIIU . SRIE. LEGEBZNRICY
2% FiFE T Viroid-Like RNA %R %1T5,
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HERS 1 22

VA ARFMPEORIELE UTORMNY —F T VY —DaERE

OFHZE ' BT ', HHEE®, THE ', IHE '
'EVEEXSRSEHEMER BLE - MEERESE, SHAY BFHBRESER

RER—I T — (NGS) &, NAMAF7 /OYV—-ICBAEERFICEITZ2VAILAR
EBADIGHICHET THEIMTONTWS, UM U, VAILAB LTI 1)L AREEMEO®EEH
IC&E T2 NGS DEREIFTAICREFTENTWERWN, £ T, AHAREIENGS ZRAWEV AL
AHEBEDRHFEEEMNE U, AFED 1L R DRBREMEBDREICE 125 NGS DMEREF %
Tolco BUBHIC, EFTIWIAINREVTHWES B7PF/I4I)ILR (Ad) ZREES B
Vero #if2® total RNA Z 10 FRITEEERL T FILZR/AE L. GridlION ZHW
= RNA-Seq EIC T Lz, 85Nt U—RD55. VI ASBT—IR—IXATH3
Clustered Reference Viral Database (C-RVDB) ver.20.0 #® Ad E5licvy E>
S —R#EEEZEEVTIMIELER. AdESicyyEY I anfcyY — REISHERE
K> THRA U, 10 EFRETRES N, — AT Ad EBFILAICHK 150 BED Y
1IWRESH (v 205y REy) S hicens, BIAE—HOY Y FILTiE Ad
ENREDAIZAEHFTZDIERETH D ENTRBREI N, 2T WNEHEFTIENZ L
C-RVDB ver.20.0 Db hic, E FMADREEEZE T D VA ILADERINDOHZWNE L T
—4&~N—2X (Virus-Host Database, VHDB) Z{E L. RIUT—% ZB#ET LI, ZDfE
R. VHDB ZHW% 2 & T, Ad DRt ZIBEG S 2 &< Ny 775> REEFIDIREE
ERIBICHST ZENTE, ThhS5DZEN S, GridlON =AWz RNA-Seq iElcTH
REVAINADOREMIZSREICKREHTIGETH D 2 ENRESN, BYGRYAXDT—%
R—RZAWS LT, SORFENBTAINARENTETH D EHTRBINS,
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HERS 1 23

F/RF =Y ADHERWE T2T 7/ LS SR O Tl

EEHA ', LR’
R Y — YR

TAOXFPZHS5TFAXFET (telomere-to-telomere: T2T) DELRICTEWT ./ LAEEFI I,
RWIE—MPERGEBEDEFEICED. BENRBETH oo BF. AVIRTA—R -
F/R7 - Fo/O0Y=-X07)LkZAYTYU—R, PacBio ® HiFi U—K, &5(cv 0O
NFUEBEZRZ S llumina D Hi-C V—RZ&EDLEZ & T T2T LRNILDT / L
RN TH D ENBESNTWD, UL, CO7TO—FREZDY—T VR
T2y R T7A—LZFA - BEITILELNH D, IR NPEEOEMIHIET 26, LERR
IGRBICIEHIKI D 1F 5,

CDFEZRIRT 278, F/RT7V—T Y ADHFERWT2T 72 TV FENER
INTW3, BEMICIE, PacBioHiFi VU —RDODRBE LTI —®HIERADVILNZOY
J)—RZFIAL. H-C DRBEULTFH/RFPRX—Z®D Pore-C T—%%ZHW\5Z & T,
F+/RPDHTD T2T 7/ LEEIBRERZBIETEDTH S,

AR TlE. £ MR GM24385(HGO02)hSBE LY )L b O ') — K. Pore-

C. LT APK (Assembly Polishing Kit) 7—7ZBWTF7 > 7 VUEIRZETW. +/
IRPZDHERW T2T 7/ LARRIIBERMOERR L ZRIE L. B5h 7Y TY
DOmE. T2, BENEREZIHEL. F/R7DHTD T2T 7/ LARFIBEOEMMHE
ERRRICHITZREICODVWTERZIT S,
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REES 124
BFHEDDOETOR (<) TOY/ LS

BERX, FUMEX, SRNFH, EHLE
H9 & DNA FRRAR

BESIEINETI00 ZBA2EMDET / LABRRIIBIRZEREL THED, RAETIFI XS
FRETEROKICTAA 7 Y —-FTOXT7 (T2T) TOT ./ LB OEFEICHEII U Tz,
5Dy / LIERIE Kazusa Genome Atlas (https://genome.kazusa.or.jp) Hh S 235
LTW3, ULHUEBHLS, BFEITIEREICEHDE (H<K) TIT / LAERIREInT
WEW, KERTIF. ARLFOHITOEY (K1) OF / LRkdZ T2T THEZELLS &
ITHEESD "THhI ST/ L7OV I M OBRDEANS, 1YY/ LZRBLLEEIC
—{AMANBEETEZDOMNCDOVWTBALIZW,

1. 7/ LAESRICERD HATWBHAENFEONT DIEY
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HERES 1 25

111]

RVAVA—VERIEEFZVTIATI IV ITRENOHINU 7Y FDOBEE
OfEER', mAXE'. FEEK . NSEE'. ZHEA . BREmx".

ARRT S ERABZ: HEBEETF'. MBI

"Bt BRC. *AKXEERM. °ILRKREDERER)

KR BERMIC L DERIND 70—V RIIZRINAKRICSEEEZESITIH. Z0
HAEKIRD TEW, FTRERICIE. X N VERY® DNA X FIUEREIEYS / ADKIR
BREEIEID, Ihid "TTEYXToy Y- V7OV 737 EFENTWS, U
MUBHAS, /7O—VHETERF—MREROTIES/ LD 70772V JICiENEZ
RU. HRERBICODBND I EDNREINTWS, XV LAY —L%ZEBRITSZIA7ER
Mo BICERNVER/NY—VDREEREANY H3/NU 7Y N H3.3 (&, ZHEEOIEER
BTKREENDREICERI N, FE/INT—VUHRELLELRT I EINESNTWS, 7O
—VETIEH3I3INUZY MCBEULTH, RT—llEgRROBE/NY —VhFEHEh, Y
TOUZIV/REERIARENH DN, 7O0—VEICKEITS H33 NUFPY DT/
LA RIBBEIFRINETHSMCINTWED > oo KK TIE. ChlP-seq ZFWTY
O—YEICHITZHI3 NV 7Y NDT /) LAT74 RGBEZ@BITLU, TOHFER. 70—
FRIZEWT H3.3 NUZPY NDBE/INY—>IEV 7OV 0BEZRLTED, 70O
—VIHETRESNZ AN VEEITY DNA BRHNY—VOEEELEEL TWS I ENBHSH,
ERRo T,
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HEES 1 20

THRIYYS—Iv—BREY A b Ao BIBERB OSBRI T
THRIORFYF7 oI EY T« BT

e &X' EH RE '\ BT &'\ RA #—8B '\ KA BA'. RH KF
=8 M. #AK A% Kl AT
'RARERRRT FASA T IV RN IR

THIERTY S —Y v — (TCE) FEELRMNARKEELETH DD, EELRYT A N VIREE
%% (CRS) MEgRICFDRE L 12> TWS, CRS BEEK & U THIERSENRKREAN S
NTWBHDD, ZDDFHEFISTETH S, AR, ENEKRESH TCE FEET KD
A VEEZEDELSICHET 202/ ONF U7/ E) T OBANSHAT I &
=B E Ulco AT TIE. BEAD PBMC ZBAWTHIERS&ME%Z in-vitro THIREL.
ATAC-seq ZXEfiLTc, & 5lc. PBMC-IEEHMRLIEERIC TCE ZRML. Y1 hAA
VBEAEUf, ¥fe. YL ZRAWCEIBRSHRICEWT PBMC ZEIUX L. FEkOHER
ZEELUR, ZORBR. MBREICLD T #HilBOY A N v VERFORISEET/OY
FoT7IEVEVTADENRL. A N VEEEDELE—HENR S e, BUUDIE
MEH=74HF)L T HlETHER I, FEKRS5E TCE &M T #igickswerOv
FUREBAMICHIEL. Yo N Aa U REZIH T 2 AEEEN RS i,
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WERS 27

ERERRFIRIERBEET VLYV ADOBRIERGTFEICN T 5 Nrf2 FEiEbE
TRIVEBEI A FILOBEEIRIE

RN A EBME . NAES . RAEK ' PEHEARC #BHL

BAE | LEEE. EEHAERS, FHIE . RIGHE'

' BRIENAKZEZERS BEEARRTIREZIMN. * BUENKZEDL CRbTITRIEA
Bl CBAIENAKZAEREFARNEEZ N, ‘BIERK R EFPEE S BEEREE
FEF. CBAIENAFREREIARRSYEDEH. "BUERKAREERA T REER
FHEZ

EERRIFEITIREREF I ERE CHET 20 ZORFEIIRBHATH %, AAR TIIEREE
FIREEMRREE T ILN U A ZAWcEFET & Nrf2 BRI Y ILEY X F)L (DMF) ©
BMEZIRIEL T, 8B C57BL/6J YU R 2 AKEE. BMRMWEERZR (10~21%0,%
2 nfEREE. 8 KE/A). FRkEKRERSR (10%0,. 8 KfE/H) Ic 28 HEBEL. &
BRI DMF RIMRTEB Ufc, 6 #OBMBMICDULT bulk RNA-seq &1 & &5 U
foo BERICEVWT, KRB LR UBARNVERRRF T 313 EGFHESL (EF 128/
T 185). REREEGFRHDO LR ZRDc. ARMWEERZETICEVWT, BERELERL
DMF JRINE T 404 B FHEEL (ERF 183/ Tk 221). MAEEAZR L. RT-
gPCR 7 Tld. BRKEERIC LD REREER T Angoti4 DFERH LF U DMF A0
& D IflENTco ALK D ERKEERICE 2B TOREICIE Angpt/4 H'EE5 L. DMF
Nz ZE U TERENRZE I DAL RES NI
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HEES 128

T/ LRAT—IRERY N7 BERICLIHLWHERETR

B# =
BERNZEZBHUEY - RRPHE

NGS OEXIE. HEY / LABROBRFENIEMZ SIS Ulco UM U, FICHEREAR
ICEWNTIF BERBT / LERZEENICHERL . AER2F0EHSHEEER PEIRN AR
ZEVWEERTZIEHPONBRBEEL R > TWD, AERTIE. TORBICHT 2 N%
BREELT. T/ LBBOSRBY AT LEEZRNNLT Y TICBBET S 7/ LRYT
—ILRE XY k7 — 2 BHEE(Genome-scale metabolic network reconstruction:
GENRE); #ffiZ#8N9 %, GENRE " NGS 7—49Z ED K S ICHIBETIAEETHU,
MR DO RBFEEH DIBBHNRIBRE & /n silico TOEENFAZTEEICT Z2H. TOREET
— V70— ZfEHT %o SSOILARFEDFREANEEAEZRI I E LT, AEBLER
FE TL7NAESE OBEREZNRE UFHARZBNT 5, GENRE (c L 2##1TH. L
ThRAESORFBFEMAICEL T—HIEU ELECSNTELEHZEI FRIZLWNICLT
BEHL, 20DV Ty NEERTIBEI WD, 20 7O A% BEGHADOTAEEEE T
BHTHRT B,

L7 NRAEZ (Leptospira interrogans) DXKSEEFIEMIEGR
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HERS 29

Oxford Nanopore ¥—o > X7 —4% B OEN

Hirge—, KIFH
KRt AYVIRTA—KR - F/R7Fo /03 —-X

AYVYIRATA—R - F+/R770./0Y—=XiE. DNAP® RNA QU7 )L LAV 7Y —
Ry—4o > 2%AHEICT 22— v — (PromethlON ¥ GridION 72 &) #Z#L TL
%3, KIRAY—Tld. +/R7Z7TFT—5BIFTDIDHDRERMERY—)LTEHS Dorado &
EPI2ZME %#BN9 %, Dorado EEREERLRR—)LIA—ILHAEETHZ Y —ILTHDH. N
— 2= LBAC B A BBERE B T %, F/oo EPI2ME EO0—AILEHULLIFI T KRR
—ZADBINTZY R TA—LT, ENT/ LEERBIRPCRAY T/ LABIRREERSICET
TE3, MY —ILZEEAEDLESZ I E T T—IBRAOLETEY Y TILHDMERNIT T/
R T—5 DR - BIRDAIREE 18D AFERTIE. TS50V —)LOBE & REOFIRSG
ZRBNA LW,
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EEES 30

Bulk RNA-seq ZEIC URKEBTICLSD. FNELELVIMILASHRF1> 7
WY F > OERKEERRE D i

O=ERifE— ', KEFMAE >, EHESE °, TAER S, FEAE '*°°, 2@ & '*°°
" iEEERE ABEERPEERLRMER 70 F VMR - BRI

2 bmE AT ABRLBERLEERILRMAZCRT YRR RERM

P AUEERE U F VIRERRRNS

* JbiBEAE One Health U —F &> 49—

KM N\ AOY Y AR

CbmERE ABRLERPEEERMZERT ERBE 1=y &

LHAETIEFZEHEA Y 7IVI VYD I F o ELTIAMIINRRNFZI—FTILTHRELER
TUy RTOFY (SV) PAEVSNTVLSH, NEPAHEREICH L THELIFR+2T
HD. BRIFINFTIC. NELTAILZAE/FTIFY (WPV) SV & D HEI%RZE
BLOHREEREFEICEBNS &z, ERFVZAVWTHSMILTE . ENCKITS
MRZRIET B7cHIT, # 200 AOERBERABHEZIRIC WPV OF | /| 1HERRER
HRIEL T, MOERANS—ERHKRICHEMmMU. 5 1,300 Y 7))L O KM EZEKE

(PBMC) % RNA-seq f&tfric UL e,

EhZRREUVEARTIE,. HREOEGE SVREERONANMEREZREEET
%, ARETH, BEOHBLEBINRERIFE DKIBREAELRD Shfc, I THRALIE.
Yy ZIVEOEGTFRRE/INY — > OEVWD SIBMN A REEZER L. REOEEZAHR
92 "EFERIT) ZXRERT —FICERL .

FRSNIIRBERITIED I F U EBRROBERBLEFGLTED., 7/ FVERICH
THERNDEERDZRLTWR EEZ SN, £le. KT—9H5 4 )N — 2 OFERR
DBFHEh, D55 Pt-3 R8LV P-4 [ Th2 BE LV Thl BEZIEEERL TW
E5IC. WPV [ Thl B& Th2 BlADORBINEZFET 2D U, SV IE Th2 BUSE
ZEICTEEITBZIENEESINc. CORRIF. 7O0—TFA M RNY=KRICEDEHLEE
#B&& D PBMC 0 CD4 & & U' CD8 51 T MifaD & & —H L. REFHE@ETZ S &I
Ulcimz XI5 D TH o oo
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HEES [ 31

= GC 8FHEERIRNY — I T Y AFEOMWRE

Al A kR BE—BB . K 5AE . BER &X'
RSN Rt

E RS/ LIKIFE. BWGC E2Z 1T HEIB(GC &8 62% U L) D SUREFET . &
GC BB DERE ICHRINNREENEET 572, GC EE 62%UT TH 5 95% DM & Lt
BIdE. INsSDOEHWN GC REZRI EROIERFITHEA TULERL,

R TIE. MBEOBRIEEMZEEL. KOD One® PCR Master Mix &Wo> 75
GC #EiZIc 3 U T HHEMICIBR e R N EOMRARICREND HA TE o,

ARERTIE. ZO—REUVTEDEATVWS, & GC EFMEEO®EE ICFHE U - IEER
Y—U IV RERICET BMEZRET %o
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HERS 32

TASUKE+ : XHERYS/ LSBT — 5 P EMENRBRERRLT ST/ LT
SUY

BEAEE | BHMHRCHS. NESE . RAEE . FE6E°
'BMEEEESMAR LYY — Y1 P I LKRS. CEIABRE

TASUKE+RIKBRER Y ¥ —T Y AT =507 / LT 1 REERT (GWAS) 7—5 ZAl4]
LT25 /LTS THZ, BFA~BTH Y TILOREDT—IA\MIGL. BEICT IV
VVURIRETH D, KRERYT / LARRTOY I NOBRZ—MRILTE I ENTE S,
TASUKE+EEDBEEBZHEHIEEOREL S 1 BEOBBE X TR T —F T ILICRERA
BETHD. I—Y—RBT /AT — Y 2SS IBREETHEITZ I ENTES, BRLY
Y7ty NDT /LT —5 ORHERE UDERNICFIRY 2oic. REEGRFENGE
MERDERERTRI DA VY —T 1 —ADRARZEDTWVNS, 27/ LOSREEY, R
. MDA (PCA) B2 WET / Lz T 2BSEFMERZ 8L % Admixture
BREDENTEREAVIZTIV T« TICRRL, B FILERICOBIF A VI—Tx—R
DRFEZIT oD THRET %o

https://tasuke-plus.dna.affrc.go.jp/
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HEES 1 33

BEAXTFUVEX IV ZAVEHBRERLIEN DY 2FMREFEHICCERYS/
LBZENZ 7O—F

FsEHE ", BB ?, Nihara Madushani Mahindage”, #EstiE "
BHEI XY BFEYERFES tinlEEERER

BEAFFTIVEXVIGHATRLEELERABED 1 DTHOH. fBT S 90%U LB
BETEBEINCHDTH S, EFEDEXVEOFEEEERZIFH 17,000 b (20 EM) 2
ETH3—A. #EKERIC K 2EKELRZEDELEICLD 2010 £FICiF 8,000 v %
TED., RELEICEELH S, HEREIF. INETICBRSNLCERTER VKDY / LR
FICHDEM, HETHD I EZBESMCUTE ., 12H% Y E B DEEEIZTEHED
IREEELIRERH,. BKRICHBTEZERDERICIEFE> TOWRVWDOHIRRKRTH S,
ZZTAMARTIE,. EXVENSEERICHE &G DHEHIRIE L OERHBIFEDORRIC
D AT, BEERED RNA-seq & & HEIRIEE DLLBEBETICL D AFFTEX IV DE
BEECFREESEL, COEHREZTTIC PCR THIHHAITEZFEDBRREICHINL
T/ LABERISEKRONYA 7OV T4 MSEE L. BR¥BIZTTEEIC T 2 FERIRIC
BN UTce INSORMZEBVWTRERRMEBICLDAFFTEI/ HmERREICE
DEATND, SSICRERRESNIHEERAKRORBBRITPLY / LBRHITo TS,

A BETOAFFTUER7, B. lECONEDKEF, C. 7/ LEH Si-fH Rk
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HERS 34

AHBTDSAATUEY (Pteropus pselaphon) O£ %5/ L &
Pteropus B A VT Y OB RN

HE £\ BHRAS KB 2
'EREMERFEYSHRIERE. (ZERFAEREZRARRHEEES

AHYTSAATTEY (Pteropus pselaphon) IZ/NERFEEICOHAERT ZHADE
BiET, BEARIABIKIEBEINTED. ZOR2IEIEEOFEETH D, AR TIE. [
BORELT /I VADEBREFEZENE UL TEBEY / LEBOEEZITV. Pteropus
BICHE T 2ENMBZRASHNCUce RARICEDAAGIZAAIDVEIOEREY
J LDIHTEEI N, BRICE T DECNMENRASH & B o fc, TRE. BEbEICES
I EECTFHORAEZES TED. SERORESHEADISANEERFINS,
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HEES 35

BEUAARERAWEER NS YAV T N—LBRINFE

MG, 2ILE', FEEY ', BaRE ", BEXA'
' RBRARF K BB iRR Al

HE, V=TIV TEMOERICED, BLTFRREOZHBERZIS TED LSICKED,
BREEEYMZELUHRRICEID Y TEODOMIEEIX YT a3 UhEEE B> TWS.
ULH U, RERODEEN—IAFETIEMEROBHEEENTET DI ENEL, BNBEDE
TEBWTWE., KRR TIE, EEEASKRICEK 2 ZEREAE % B\ iEERtE s
AVF—yavFEERET . BREFER, EEEYOLKICEDSTEEZERNICH
2L, FEETIRFIRICKDRTHBZT>LSATRIATZIVIEV AT IVYT
ZRFFICERT 5. FHADRER, RFEEHRUTGBEEEYOH/NLYy IYDELL, 775
AV ITRBEILEWTHRAEULOMEZRUE. 251, FEERISEBOSNIREIR
BHEBRTLULEZ S, MR EDERN/NY —VERETE2 & E2HERLE. UL
&0, FFEREBI S VYAV VT N—LBITICE T 2EMGHEERDIBZEEZISN
3.
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HEES 36

EEHOBRES/IVR 2R VA X7 VDRBEBHRRE

B 1% "%, Emily Humble?, Rob Ogden®
' REARZEEEYIFE > ¥ —, “University of Edinburgh

REDYT / LABFRERMOERICED, BEEBYOEREGEPREEGTFEE VWS ARS
HTbLT / LAICED CEGEFET (&7 / L#IT) DERICKRD DDH 3. AR TIXEN
FUVETH DRV A X T (Aquila crysaetos japonica) 165 WICFDHEETH DEE
ZHROE ULIEBRMNERDA X TS (A. ¢ crysaetos, A. c. homeyer)), &5 |CibXiERE
(A. c. canadensis) ZXRICEYT / LR ZHTTo e

BITORR, /R4 X7V DEGNZHFIER, HD TR TR E TEEENEA U EE
DAXTYERBETHD, B0 XTI LD BENT EHBESHER > fo, Tl
REMETLTWS I EbREE N, REEGEHEMNREIRK 1,000 PETEEL TS
DIEFTHL, ZIRVAXTIFH 500 PEHEES N, BLZHKIT WD, DI, FEIF
HATRBBRIIEVNA XTI THD, REOBEENBOTERVWEEZSND,

EkD miDNA ©#% DNA ONX 1 7 OY 754 NZRBWCEBGET TR, ZIRya14XT7Y
DEGHZFER—ERE#IFINTWS EREINTE . LHL, &7/ LBIFICEK
D, REHIRSD TRIENRIKRICH D EDESIERS T,
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TIP-ChIP: »BY > FIVICEUL /N1 X)Lb—TF v b ChIP-Seq &

E#Mt ', Sarah Taylor?, Shuxiong Wang®, Shakiba Mahmoudi’, Justin Cayford®,
Terry Kelly®, Brian Egan®
"PUOT 47 - BT 1« 7HASH. ? Active Motif, Inc., * VolitionRx Ltd.

TIP-ChIP [ZRt3E®D ChIP-Seq ICHERNEBNRIAIREE DN\ RIL—Fy hxoaOxXF> 7
A7 74 YV I%ETHD, £9 96 VxILFL—REYYTIIC TN RSV ARE—RT
BRI TF—2 VTS, VTIIEBEODN—O—REFIFI—Ic LD, BEBRDY VT
IWOBEEHNTES, £, ERV I EFEHTChIP RIGZETS 2 &lc& D, D
DB ETRREE Ulco CORBEINIET—7 70— 3HEEEZEHDOD/N\Y FHESE
BRL. BEMEZELEEIE S, $E. TIP-ChIP iIc&hEHY > 7L T H3K27ac &
H3K4me3 0707 71 U V7% 1T\ BEREZBEGLI TV FILZIEREICHEL DD,
BWFENERBEEMIFTEDIILETR U, T5IC. BERZUEBEGETOE MFPERICE
|72 H3K27ac OETHTV. FHEKENRY 1 F I v IRELEREAETHD L%
ESH AUy

TIP-ChIP @& firi ChIP-Seq

(B oIy y=4od0) k8l 30 5~100 fififa 100 5~1000 F#ifa
TF—Y DREM ChIPRIGE TOIERZ S HEHBERZ 1 YU 7ILT
RFICETIT DS, TV DIT5KH. FREICYY
ZILEODORESDENELIC FILEDIESDENELP
<Ly, ELO%

514735 —RELE Tnb5 IC& D, B> 7L & & ChIP & DNA IEx L.
IKEEDN—O—R&T7Y ZFNFhERBRZSZ7147—
TY—&BATREH. 1 tyhZ2RAWZ173Y
D774 —ty MNc&d —RBAEEEIDE

PCR DH#TET
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FEET /LR ? NGS #iT : MIEEMEORREFOELE UV ZERERFOFH

HHRERE ', FNEE |, HEREAK ° MINE°, AREBRT ®, RAHRE °, ZEBEC
'EERFEFBHER, (LERFRERAEEGRIFHER

(A IR RBHEEVE UV TROIZEABTINIFERFETHD. V_bERkRME
LT REERBEEEPZOBEMELTEZLDAIRBRLENTWS, UNUVEYZEPEEZD
Bzt & ZOFARERFIREICH OV =S TETIVEY) ERFBEEVW &N B,

B Z(FIE R U EIMEI DR & th X, COXPRESdb (2023) #B#® RNA-seq T —% &
M 1/10 BEULMRWARE, IREENDRWV, XU Z@F, DO TREHREDETIL
EYeEnTEed REBHNS TERNOERIIEV) ERFICHETSNIER. Bldv

FET)) ERMERBWEERRENED . EREEFT SKBHADXIXTH S,

U UVEOBERIISEARBMS TR IIITEEEZEI EFHEEIND, TV Zi3E
bR Fetd L cHOE-BOSRIRRGAGEICUEBE L. ZOMENLHEGREYEDOERREICET
59% "T\71 HEETH D, T TRARTIR. ¥/ LELVCNFT VAT YU T~ —LER
ZBEUTHEVZOMEERZBEL. MEOMRZINESI TSI LZBIET,
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V= VAR—ZADEMN S VAT Y T N—L@BIFEM. Curioseeker &
0’ Nova-ST OEA

JIEE R A N R Y BT ¥ BE-RT ERC )IE BEBE Y HE /L0 XH
£ IR BETF Y, AR SRS, mE Bk ZRE 2
'RRBFERPREMRRE AR BRI/ A T — 5 RPEPIT / LBEEBRS 5, * 1Bk
FPMEARTRAR T Z Y b7 4 — LAEEEERTRAARERET VERTOT LA
SYURFEETIVRRT L, *IEREXFZFRFREZHAREH - TBRIE /EF A
EFBE, BRI RMAERAZIAT 77V T =y oy ay

WEFE, BENZ YAV )T N—LBITEM (Spatial Transcriptomics: ST) (&, #iiICH
1T B ECFRIROEFNERZIENICIF T 2FEE UTRRICEEL TWS, ST #%1ff
IKIEREL AT, 7O—TAREY—T VY AARD 2 BELIFET S, TO—TARIE
ERICEFTUVCBEFOAZNRET DDLU, —T Y XAARIF polyA tail ZFAL
T mRNA ZHIRT 5cth. EEECFZNRE UBBNEITCSRBEYBEANDOERN
AIRETH %o & SICEINBERZFIAL L RELEP scRNA-seq & DIFEREITICHEL
TW3, 25 UfRzBFA. BENICIE. LEERENT - SF5E -EJX b~ - FIAEEE
MEFEREAL. BREREZIC"on demand"TST #17576D. 77 v N7 Aa—LHEFE
na.
BARlE. LR EFRREZZ ST 75y 7 A—L%E3fcélc. CurioSeeker (Curio
Bioscience #t) [1]& &' NovaSeq 6000 7A—EILEZFALETZY N7 —LA
(Nova-ST / Open-ST / NovaScope) ZEA U, $FIC Nova-ST (&, FEFHRESIhic
MFETHD [2-4]. Visium ELBELT 102D 1 LTOEIR M EWEITERE (1 cm
x 1cm), BFEE (600 nm) ZF#FNEATVWSIRNSEBZEH TV, LHL,. KB
V=TI —ZRBEETIRANS. ENTOEAFIIESNTWS, BA G, ZREBITF Y
T DX, BT DOEY]. NGS 51477 UERH, ERNA T4 VICL BT Y@ e
Wole, 2 TOIEZEAITIT2>BHHIZEA Lo AREERTIE. YU RAFEERYIF ZRAW:
BAGIZE XA VI, YAREICHIT DY —T Y AR—Z ST EOEROER - 77— 70
—Z AN T B0 FINSDT Ty N TA—LZER—E L, BRRELY™ mMRNA £R#FT
ANDIGABEICDWTOREREEHET 2,
SE 3L - [1] https://curiobioscience.com/seeker/ [2] Poovathingal et al., Cell
Reports Methods, 2024. [3] Schott, M. et al., Cell,2024. [4]Kim et al., Nature
Protocols,2024.
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TYVYISDBERAW LG URZICLZ2ERRBREDODNA ALY TAYT
4 ANDISH

HOEA
RRAFE T AERYIERPAR

E TV ILDBERWEBETR UEBICL 2EHRIRE ZIRERULEZ<DOT / LRED
FRBICHEAL. ZOHRZSE 50 0EDOREDAREL L TEEHDZIENTE K, Ih
F201 9FICHTUL300EDRADEMDEHNYRIT 123> THbD, CORA
IEDWVWTIBNT %,
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Z7v I AABARARIANOT7 s LHREEIZAMOT7 0 1 RITHT S REN
RNA-Seq f#tr D L&

BEAE T, BNELR', 5Kk BH ], EEMT 5 PEFEM® BRZ?
Theofilos Tourtas®, Ursula Schldétzer-Schrehardt?®, Friedrich Kruse®, /NREF '

'AEHRERER £EHERZEMRY, *RENIERNKZXRER 7/ LERNE,
*University of Erlangen-Niirnberg, Department of Ophthalmology

[B) 7v /7 RBERNKEIANO7« (FECD) &fHBREMHIZINOT7« 18 (DM1)
&, FNEh TCF4EIGTF & DMPKBIEFOIRIRERICH TS CTG =EEY £— MM
REBHETZIRNUTLY NUE—MNETH S, BRY E— MNEEEY AT RNA foci
ZHHBU. MBNL EcFZIdUHETRIRAT AV TRGERFEZHIREL T, LHRRT
SAVVIRBESIZTRITIEN. MEBOREOREZRLITEEZISNTWS, AAR
TIZ.FECD B2EDABEAEE S DM1 B2E 0O HMEEICK 3 % RNA-Seq & 1TUL).
MEBICHE, RRREBEBRNBRATSAVVI/REEASHMNCTZCEEBENE U,

[57£] FECD £#& 6 28 K UMEENRE 7 ZOAENE M, 5%/ RNA-Seq 7—%
& BEAT—IR—XEDAF UL DM B#E 11 2H L VEEREE 3 2O D5HMERD
RNA-Seq T — 4% TR E Utco IMATS ZAWVWT, REBREEENRBE OB TE
RWICHITHESNZ R T4 TARY N Z2RE LT,

[ER] EENBEEOLEICLD, FECD T 1,762 . DM1 Tl 312 EDKSEICHEH
MR TSA IV TARY N ZRAE L. MEEETHBU CEEZRUICEETIE 14/
BN, FORITIIRATSA YV TRERFTH S MBENLI. MBNLZ BEHEENT W,
—7. FECD ILEWTHREEEZ SND TCF4BLEFDRATSA VI BE(S. FECD 8
TOHBH SN T,

[#:%] FECD & DM1 (&, RESUHIERBICENMDDLST, MBNL77IU—DEE
ZINTETBDHBEDODRT 74DV THIEBERREZ D FERE UL THEL TWSIEEELTE
Ehic, FECD THEENICRH SN TCFABBDATSA YV IBEIE. BERNKRRE
ILHITIEBRENRREANDESENEZ SN, SEDISKRIMEEBRTNEERFET
H5,
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KIT REBRX A VESHEBORBRNR TS Y THEBFET 1Y 7 2
— LFEBRE

REERAR, RAHMRE, B
[LERZFHREERRIZMER

c-KIT (FIEI - ErififRHEss - BLBFEA - X 5=V B - EEHRORE - BEREDY YT
FIUGEZHIEHT ZREBY VINVETH Do e . c-KIT IBBRNRA TS 1207 1cL D,
A EEBERIBAEICUET S 4 73X /BROBA/RRICE>THBOFSNE 7Y
TA—LDEESND, KIT BIEFEIDVABGFTHS I ENSKEBEEMNEZ HOICH
ABMTONTVWEHDD, B7 (Y 74— LOFKRFEOHIRIEZ U W,

ZZ 7T, WMAEOEGRLBICETERTAY 7 A—LORRBEPLBIRNWRA T4
DIREAXAZXLZRASHNCTZENTART —IR—ZANSER - YTR - ATAX - A
TX3- Y YOHEMEENST RNA-seq T —FEBE L. BB Z1To 1o

B OER. KIT 7Y 74 —LDFKRLIFHEBETELRD . PRHEEBTEIBAT 1Y
7 A—LDEWVWHKIRLZRT—H, ZOMOBEHTIRIET 1Y 7 A —LEHFKRL. RKT
AV T A—LDBHATHolce 51T, HITS-CLIP BBiFH S, X754 YV JHIEHEAF
NOVA1/2 D3 KIT pre-mRNA LD HFZ R XA VEFEICHEE TSI EZRE U e > T,
KIT iBIzFid RNA &Y /N8 NOVA1/2 ICLKBREBRTZ4 A1 NMERGIEHZR=
IF. HEBEERENICTAY T4 —LRER/NI—VDID BB ENTRESI NI,
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oCELLoc: Optimizing Reference Cell Types for Single-Cell and

Spatial Transcriptomics

Afeefa Zainab' , Honcharuk ,Vladyslav'® , Alexis Vandenbon'?
'Institute for Life and Medical Sciences, Kyoto University, > Graduate School of
Biostudies, Kyoto University, *Graduate School of Medicine

Interpreting data from single-cell RNA sequencing (scRNA-seq) and spatial
transcriptomics (ST) requires precise cell type deconvolution. The quality of
reference datasets is crucial for accurate cell type deconvolution in ST and
(scRNA-seqg). Researchers commonly use vast, heterogeneous scRNA-seq
references for cell type deconvolution, which may consist of duplicate, irrelevant,
or overlapping cell types. This creates serious problems since partial or biased
references can result in inaccurate predictions of cell types, poor tissue
complexity resolution, and ultimately decreased biological interpretability.
Repetitive or unnecessary cell types are frequently found in large scRNA-seq
references, which reduces biological interpretability and produces incorrect
predictions. We introduce oCELLoc, a Lasso regression-based tool that
automatically looks through many references to find the most relevant cell types.
oCELLoc produces optimized references that improve the accuracy of
deconvolution frameworks like RCTD, cell2location, and SingleR by pre-filtering
irrelevant types. When used on human 10x Visium datasets, oCELLoc
enhanced the interpretability and prediction accuracy by optimizing cell type
selection in ST samples and label assignments in scRNA-seq. oCELLoc
therefore offers a scalable and widely applicable reference optimization solution
for spatial and single-cell omics research.
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DeepSpaceDB 2.0: Challenges and solutions in collecting and

unifying subcellular spatial transcriptomics data

Vladyslav Honcharuk'®, Alexis Vandenbon'?
'Institute for Life and Medical Sciences, Kyoto University, > Graduate School of
Biostudies, Kyoto University, °* Graduate School of Medicine, Kyoto University

Subcellular spatial transcriptomics tools like 10x Genomics' Xenium In Situ
generate large volumes of high-resolution molecular data, yet the research
community faces significant challenges in systematically collecting and
organizing these datasets for broader use. Building on our successful creation
of DeepSpaceDB with over 2,000 10x Genomics Visium samples, we expanded
it by integrating Xenium samples from major repositories such as GEO and the
10x Genomics website. Our systematic survey of over 500 potential datasets
revealed substantial obstacles: inconsistent data sharing practices,
heterogeneous file formats, incomplete metadata documentation, and frequent
absence of critical files. While available data mostly consists of processed
coordinate matrices, a substantial portion of datasets lacked essential
components, rendering them unsuitable for integration and analysis. To address
these challenges, we are developing novel data ingestion pipelines capable of
handling this diversity and standardizing the data for easy usage. Our experience
demonstrates the need for community-wide standards in spatial transcriptomics
data sharing, particularly for high-volume datasets. DeepSpaceDB 2.0
represents an important step toward addressing these standardization
challenges and provides a foundation for future large-scale data integration
efforts in spatial genomics.
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Evaluating HAC and SUP Basecalling Accuracy from Sheared DNA for
Nanopore-Based Salmonella Typhi Surveillance in Resource-Limited

Sentinel Hospitals

Hsu Thinzar Maung'?, Hiyoshi Hirotaka®, Masamoto Morita®, Su Myat Han',
Kohichiro Yoshiura®, Hiroyuki Mishima®, Toshio Kodama®, Chris Smith'® '
"School of Tropical Medicine and Global Health, Nagasaki University;
? Department of Bacteriology, NEKKEN, Nagasaki University; ° Department of
Human Genetics, GEKKEN, Nagasaki University; * NIID, Tokyo;® London School of
Hygiene and Tropical Medicine.

Background: Although Oxford Nanopore Technologies (ONT) has been increasingly
validated for bacterial genomic surveillance, most studies have relied on high-
resource environments with optimized pipelines. Its broader adoption in low-resource
settings, where the need is often greatest, remains limited due to a lack of powerful
computing infrastructure and limited capacity for hybrid sequencing approaches. For
low-resource sentinel sites, a practical question remains: can ONT sequencing with
sheared DNA and CPU-only basecalling yield accurate results? In this study, we
explored this question using Salmonella Typhi (S. Typhi), a slow-evolving, human-
restricted pathogen with rising antimicrobial resistance, as a case study.

Methods: Three S. Typhi clinical isolates (Ty2, Ty42, Ty43) were sequenced using an
ONT MK1B device and R10.4.1 flow cells under two DNA preparation conditions
(sheared vs. whole) and two basecalling models (HAC vs. SUP) at 75x and 100x
depths. lllumina MiSeq and hybrid (ONT+lllumina) assemblies were used for
benchmarking. We performed structural evaluation, quality assessments, cgMLST
profiling, and downstream analysis, including serotyping, genotyping, and AMR
prediction.

Results: SUP 100x assemblies consistently produced the highest structural accuracy
(lowest misassemblies, mismatches/indels), while HAC 75x remained within
acceptable error margins. Allele profile from cgMLST data showed that SUP 100x,
hybrid, and lllumina modes clustered tightly (0-6 allele differences), with HAC
assembilies slightly diverging (0-17 alleles) across the strains. SNP distance matrices
revealed concordance across all modes, with no discordant SNPs. Genotyping and
serotyping results were identical across all modes. All assemblies lacked AMR
determinants and matched phenotypic susceptibility profiles.

Conclusion: We demonstrated that ONT, when optimized with sheared DNA, 100x
depth, and preferably SUP basecalling, can serve as a standalone solution for S.
Typhi genomic surveillance. While SUP remains superior, HAC 75x assemblies were
genotypically concordant and structurally acceptable, making it a feasible alternative
in low-resource settings. This highlights ONT’s potential with sheared DNA to
decentralize bacterial surveillance beyond well-equipped laboratories.
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7Y I 2AHEARYANO7 0 IC8F2 70— AB5DREEA

BEAE | BAER SN EHiT B EM 2 A % Theofilos Tourtas®, Ursula
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*University of Erlangen-Nirnberg, Department of Ophthalmology

7y ABEANEYZANO7 + (FECD) (&, AEARMEOETERESICKDHEAET
HELITHEEBTHD. Z<DBEIC TCF4ERTA > NOVEEOD CTG © 3 BEKER
5] (TNR) EEHREMNBH SN D, FECD [FREDOELANKREATHD. ThETICEI(L
AMLR, MNEEZA KL A, TNR ICERTZ2RAT A VYV TEEREDESHIRESINT
ErH RS, SMREFEHEMEETETHZ 7O =Y AV EET ZAEENTIEBINTWS,
AMETIE. FECD BEDABENRMRICH T2 7 0N Y ABEERKOBES %, &%
#HE BT S RNA-Seq fRffic & D#&ET UTco FECD B% 10 RIFLEEE 7 REDARE
N % DESeq2 Ic & D LB U /o fER, 1,081 BIZFTHRIBLRE. 1,319 BCFTRBET
DRHS5NTco ZDD5 FerrDb ZRAWEICE D, 118 EEF (RIRELF: 31, RIRE
T:87) B7 O ABEEEGFICKUT DML, InSIEHTHIIVY Y F
AV NMET T, BB R L ARBEOIEBCERE & OBENRI N FITEBINRE T
OR—YAEEEGTFE LT FIHEFTH D NFE2LZ =N UIRIBOEEERS L, %
OTRENTHD 7 UFY (FTL, FTHI) ORBETHIRBH SN, SEICTFTRAFY
VU T, INSORIBEEIE TCF4 D TNR EEHROBFEICKEEI. FECD &
HEICHBLEOS5NT,
:nsw#%&b|$CD®%TEM$EUEEWUX?I%T&%TOM@TNRE“
HROBEICHIDOST. 7z0Ob— ABHEEEOEEIES L TLWS RN TRE
iz, FECD I3BRENH 4% & EBNE W26, BRERICRS T, 70O —Y XHE
DENICEEBETIVERD 53, > TAMAEIE. FECD OFfc/nfmREMEE & R EIZERIR
ROBBERDZDHES5T, 71O =Y AWRDEEICHET ZHBEEZRELTWVWS,
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DeepSpaceDB: an interactive spatial transcriptomics atlas spanning
diverse tissues, conditions, and platforms

Honcharuk Vladyslav', Zainab Afeefa', Horimoto Yoshiya®®, Takemoto Keiko',
Diez Diego*, Kawaoka Shinpei'® Vandenbon Alexis'®

'Institute for Life and Medical Sciences, Kyoto University, Japan; “Department of
Breast Surgery and Oncology, Tokyo Medical University Hospital, Japan;
*Department of Human Pathology, Juntendo University, Japan; ‘lmmunology
Frontier Research Center, Osaka University, Japan; °Institute of Development,
Aging and Cancer, Tohoku University, Japan; °Graduate School of Biostudies,
Kyoto University, Japan

Spatial transcriptomics enables the investigation of cellular organization within
tissues and its links to gene expression and disease. However, this technology
requires significant cost and bioinformatics expertise. Last year, we published
DeepSpaceDB, a spatial transcriptomics atlas designed for intuitive exploration
of public datasets. Our recently updated version includes 2,144 Visium samples
covering a wide variety of tissues and conditions. Simultaneously, we have also
collected and processed >600 publicly available Xenium samples. We have added
an interface to the database that allows users to interactively and intuitively
explore these Xenium samples. This includes visualization of single genes but
also multiple genes, and clustering results. Users can also arbitrarily select
multiple regions of interest and compare gene expression patterns between
them. DeepSpaceDB is available at www.DeepSpaceDB.com.
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Spermatogenesis associated 31 (Spata3l) BAEERNIAIE. /Y IFIRIY TR
REFICH/OSNIERT. BELEEBNICHEFIRERSNEL 5T ZDEGKRIED T
7Y —LBBT(WES)Z{T o fc & 2 5. B FRACEDL B ERTF Spatal3] ICREAKIEOR Y
NECZFUVEVREZEENAD, 2K (1014 aa) @55 N Kinfll#¥5 (p. R645%) D
KENTRBEI N, 22T, ZEEMAL O > Tclcdd, EEFMNOEREZEWE LY =/
TV Ty A 2BE L, Spata3] /v I 77 MU RE. BFEOBA & ATEM
FROEBEANDRBIHZTRU. Spatal3] 3RENICEBEFEICL D BEREZSI ST
BREENELCFERESINTWVWS, RE. BE. BFHRALETE L OBREZREL TL
%, Spata3] ® C Kimfillc (& DNA EEIC# S DNA EEICE{R I % PCNA-interacting
domain NMEET BHIC. BFEBIEFZDRAA VY DEENH D EEZS5ND, £ &
BD Spata3] DY T A THE RN THERRLTED. COBGFICEENABD I LICK
D, BEERENECDVRAIDNTREEINS,
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*University of Erlangen-Niirnberg, Department of Ophthalmology

7y RAERAKRY A NO7 1« (FECD) LEGHABERETHD. EREINhD TCH
BIETFOA Y NOVERICK T2 ZIEEREDIRUES (TNR) OREMRMSIZELIT.
RNA RBEEDREANDBEENREBINTWS, —7A. Circular RNA(CircRNA) (&
miRNA Z/R> Y& LTH#EEL. RNA REIEEZHSEETOREENBRESNTUVSAN
FECD TO®&EIIFREBETH %,

KIFiFZ TlE. RNA-Seq #Etfric kD ZdD CircRNA @ FECD X9 285 % #&E1 U I,
FECD £&% TNRRIC&L D RE+8 (=50 Y E— K, n=6) & RE-# (<50 U E— ~, n=4)
CDEL. BEE (n=7) 28T ABERNKMIED RNA-Seq T—7 Z2AWT, £EEF. &
KLU CIRI2:CIRCexplorer2 T#H Uz CircRNA (Xt U DESeq?2 THRIRETZ1T > o
ZDER. BEEELOHER T, RE+. RE-IAFICHE L TRIRET L TWLWe CircRNA %z
B0ERZELE. c5ICFNS CircRNA @ miRNA EEEML - ENEGTFZFAL. ®IR
T—HEBEL. IVUYFXAY MNERTEYENRERZTHELLE TS | EHED TS
i fc miRNA OEREEFH 1,656 EHD. £D>5 567 B TFDHRRETZFRH.
INUTF—2 3 U PKEEMR & & SR B RNV ETH % HY CircRNAFKIRET IEmiRNA
ARy VEEEZ N U CEGTFREHEICEE L. FECD REICEST 2 EENRE SN
feo
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CITE-seq (Cellular Indexing of Transcriptomes and Epitopes by sequencing) (&.
H—RELANILOY VY INVERRZRETD2FETHD. ECFRIREDRRRFEITICED.
& D BB DOMRERIREER & DRALN A TT, LA L. RO ROy 7Ly hBIY R
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JAMNDEFZBVWTWE Lo COMEZRRT 5126, RAK TIE BD Rhapsody™
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Carbon quantum dots for biomedical applications

Mahima Kumar', Shannmugavel Chinnathambi', Norhidaya Abu?,

Ganesh N Pandian'*

' Institute for Integrated Cell-Material Sciences (WPI-iCeMS), Kyoto University.
Department of Molecular Engineering, Graduate school of Engineering, Kyoto
University

? Department of Medical Microbiology & Parasitology, School of Medical
Sciences, Universiti Sains Malaysia

Quantum dots, which won the Nobel Prize in Chemistry, have recently gained
significant attention in precision medicine due to their unique properties, such
as size-tunable emission, high photostability, efficient light absorption, and
vibrant luminescence. However, there is a growing demand to identify new types
of quantum dots from various sources and explore their potential applications
as stimuli-responsive biosensors, biomolecular imaging probes, and targeted
drug delivery agents. Biomass-waste-derived carbon quantum dots (CQDs) are
an attractive alternative to conventional QDs, which often require expensive and
toxic precursors, as they offer several merits in eco-friendly synthesis,
preparation from renewable sources, and cost-effective production. In this
study, we evaluated carbon QDs derived from biomass waste for their potential
application as non-toxic bioimaging agents in various cell lines, including human
dermal fibroblasts, HelLa, cardiomyocytes, induced pluripotent stem cells and in
the /n-vivo medaka fish (Oryzias latipes) model. The resulting CQDs are therefore
non-cytotoxic and in future, we plan to construct the programmable SMART-
TF(transcription factors) for various biological applications.
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KAPA EvoPrep Kit / KAPA EvoPlus V2 Kit
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KAPA EvoPrep Kit KAPA EvoPlus V2 Kit

NF ¥ INX—=UiiE T CHRER
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Cat.No. A# il (Bidk) F o R— Al (k)

10 154 039 001  KAPA EvoPrep Kit* 2455 ¥108,000 -~  ¥81,200 @¥3,383
10 153 806 001  KAPA EvoPrep Kit (PCRZJ—) 245 ¥106,000 -~  ¥77000 @¥3,208
10096 039 001  KAPA EvoPrep Kit* P8R ¥388,000 -~ ¥276,500 @¥2,880
10 153 814001  KAPA EvoPrep Kit (PCRZU—) 96 ¥386;000 ~ ¥263,900 @¥2,749

¥ KAPA Library Amp Primer Mix / KK2623

KAPA EvoPlus V2 Kit
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Cat.No. AE F PNl (BiR)

09 420 037 001  KAPA EvoPlus V2 Kit* 24K ¥H0.000 > ¥82,600 @¥3,442
09 420 045 001  KAPA EvoPlus V2 Kit (PCRZU—) 245 ¥108,000 - ¥78,400 @¥3,267
09 420 053 001  KAPA EvoPlus V2 Kit* 23 ¥390,000 > ¥278,600 @¥2,902

09 420 304 001  KAPA EvoPlus V2 Kit (PCRZU—) 96K ¥388,000 ¥266,000 @¥2,771

* KAPA Library Amp Primer Mix / KK2623 ff
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